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Probiotic Lactobacillus paracasei expressing a nucleic acid-hydrolyzing minibody (3D8 scFv) enhances probiotic activities in mice intestine revealed by metagenomic analyses
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Supplementary data
Supplementary Tables

Table S1. Classification of identified 396 OTUs identified from 18 samples with respective bacteria taxonomy and read number.
Table S2. Statistical analyses of 53 bacterial genera in 18 different samples by ANOVA implemented in STAMP program. 
Table S3. Read number, mean value, and standard deviation for the identified 396 species in each condition.
[bookmark: _GoBack]Mean and SD indicate mean and standard deviation values, respectively. Green colored shells indicate five representative species, which were used for statistical tests. Gray colored shells indicate mean and SD values in each condition.

