Supplementary Table S1. Summary of the closest affiliations of the representative isolates in
the GenBank according to the 16S-rRNA gene sequences.

Isolate Accession Sequence Closest NCBI match/Closest type strain %
No. Number Coverage Identity
PMO3 KC683731 100 Bacillus amyloliquefaciens strain BVC18 100
(JQ660601)
PMO5 HQ&78378 100 Microbacterium assamensis (FR832516) 100
PM16 KC683732 100 Pantoea stewartii AIMSTTP2S ( IN835507) 93
PM219 KC683733 100 Pantoea stewartii strain S9-116 ( JQ660286) 99
PM221 KC683734 100 Enterobacter cloacae strain OVC28 (JQ660744) 100
PM223 KC683735 100 Bacillus cereus Kt7-14 (JF460754) 99
PM224 HQ&78379 100 Enterobacter cloacae strain MSSRFSE (HQ701802) 100
PM228 KC683736 100 Bacillus sp. ZW2531-1(EF567395) 99
PM232 HQ878380 100 Enterobacter cloacae strain MSSRFS8 (HQ701802) 100
PM251 KC683737 100 Stenotrophomonas maltophilia strain YPA 1-1 100
(JQ308611)
PM253 KC683738 100 Enterobacter cloacae strain MSSRFS8 (HQ701802) 100
PM366 KC683739 100 Bacillus nealsonii strain KTNB19 ( FJ864726) 99
PM368 KC683740 100 Stenotrophomonas maltophilia strain EU84( 100
JF681290)
PM376 KC683741 100 Pseudomonas putida strain DS8 ( JQ791183) 100
PM377 KC683742 100 Pseudomonas sp. AB_13 (JQ033386) 97
PM379 KC683743 99 Bacillus cereus DF2C3 (DQ298085) 98
PM380 KC683744 100 Bacillus subtilis strain 1A337 (JQ746567) 99
PM381 KC683745 100 Bacillus amyloliquefaciens MH18B1 (JN558839) 99
PM386 KC683746 100 Enterobacter cloacae strain MSSRFS8 (HQ701802) 100
PM389 JF899310 100 Pseudomonas aeruginosa ASFP-38 (HQ018741) 97
PM4106 KC683747 99 Enterobacter sp. J54C13 (GQ901869) 96
PM4107  JF899311 100 Pseudomonas aeruginosa KZ3 (FJ695213) 99
PM5143  KC683748 100 Pseudomonas fluorescens A506 (CP003041) 100
PMS5153  KC683749 100 Pseudomonas fluorescens A506 (CP003041) 99
PM7220 KC683750 100 Microbacterium arborescens strain S1-81 100
(JQ660028)
PM7265 JF899312 100 Pseudomonas aeruginosa strain BP C2 (JQ866912) 100
PM8311  KC683751 100 Ochrobactrum anthropi strain BDUEBTVRMK33 99
(GU596495)
PM8335 KC683752 100 Bacillus flexus strain NIO24 ( JQ818411) 100
PM8337 KC683753 95 Enterobacter sp. Wy2-D9 ( IN986806) 98
PM8342  KC683754 100 Enterobacter asburiae strain M-T-MRS 23 100

(JQ795793)
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Stenotrophomonas maltophilia strain YPA 1-1
(JQ308611)

Stenotrophomonas maltophilia ( HE664167)
Arthrobacter woluwensis ED (HM536961)
Arthrobacter woluwensis ED (HM536961)
Bacillus cereus Kt7-14 (JF460754)
Rhodococcus kroppenstedtii strain AHJ 3
(JN873342)

Mycobacterium neoaurum strain OS29 (JQ348111)

Stenotrophomonas maltophilia strain YPA 1-
1(JQ308611 )

Bacillus cereus AIMST Musa3 (HQ694153)
Enterobacter cloacae strain RCT8 (HM805113)
Bacillus stratosphericus strain 290 (JQ860101)
Microbacterium testaceum StLB037 (AP012052)
Arthrobacter woluwensis ED (HM536961)
Curtobacterium oceanosedimentum strain S9-644
(JQ660303)

Rhodococcus sp. Eu-32 (DQ386111)
Nocardioides sp. DWM128 (HM854514)
Acinetobacter calcoaceticus (AY800383)
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Ochrobactrum intermedium strain

TND41(JQ660549)

Ochrobactrum intermedium strain

TND41(JQ660549)

Pseudomonas aeruginosa NQ8 (EU939706)
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