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Figure S1. Expression patterns of maternal genes in the ovary of the wandering silkworm by reverse-transcription quan-
titative PCR (RT-qPCR). TIF-4A was used as the internal control, and the relative quantity of TIF-4A was set to 1. Bars

represent the standard deviation.
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Figure S2. Kyoto Encyclopedia of Genes and Genomes KEGG analysis of maternal genes.
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Figure S3. View of the ovary or ovariole of the silkworm from the wandering larvae to day-3 pupae.

The ovary of pupae treated with water after 10 days

Treated with 20E or water after four days

Day-0 pupae ligated between the thorax and abdomen

The ovarioles of pupae treated with 20E after 10 days

Figure S4. View of the 20E-depleted abdomens and the ovary or ovariole of the 20E-depleted abdomens injected with 5
uL of a 20E (10.0 ug solution or 5 uL of sterile distilled water.



