Antennal segment 2 equal to 3 98.9/100

100/100

e Antennal segment 3 longer than 2 84.5/65

96.7/75

32.4/53

98.9/99

38.5/71

82.6/68

100/100

99.8/100

94.7/99

63.2/72 100/100
99.4/100

100/100

KY039142 Monolepta sp.

KY 195975 Paleosepharia posticata
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KY039102 Monolepta quadriguttata
MT178239 Monolepta hieroglyphica
OMB867791 Monolepta signata
ONS838377 Monolepta epistomalis
ONS838399 Monolepta xanthodera
MWO035611 Leptomona sp.
KX087251 Calomicrus pinicola
MF960098 Oides livida
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Figure S2. Phylogenetic tree reconstructed with IQ-TREE method based on amino acids of 13 PCGs-AA (18 species) under MFP + MERGE model. Newly
sequenced species in this study are highlighted in red color. The numbers above nodes in the tree are the SH-aLRT (left) and bootstrap values (right). Tips of synony-
mous species are highlighted in black color. Different colored back-grounds represent the different genera.



