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Figure S1. The presence of a single amplicon of the desired size for each candidate reference gene

observed through visualization on 1.2% agarose gel.
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Figure S2. Melting curve analysis of thirteen candidate reference genes.
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Figure S3. Standard curves of the thirteen candidate reference genes.
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Figure S4. Expression stability of 13 candidate reference genes of Mythimna loreyi in all samples determined

using RefFinder.



