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Figure S1: Relative quantification (RQ) of overall viral infections of the studied colonies 
exposed by AG areas. The Boxplots (aka, Box and whisker Plots) summarize the data 
distribution based on minimum, first quartile, median, third quartile and maximum values. 
Viruses are: deformed wing virus type a and b (DWVa,b), black queen cell virus (BQCV) 
and acute bee paralysis virus (ABPV). ANOVA showed no significant differences between 
groups. 
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Figure S2: Relative quantification (RQ) of overall viral infections of the studied colonies exposed 
by AG areas. The Boxplots (aka, Box and whisker Plots) summarize the data distribution based on 
minimum, first quartile, median, third quartile and maximum values. Viruses are: sac brood virus 
(SBV), Lake Sinai virus (LSV) and chronic bee paralysis virus (CBPV). Level of nosema infections 
are exposed by AG area. ANOVA showed no significant differences between groups. 
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Figure S3: (A) Correlation matrixes  between varroa infestation and colony weight exposed per 
colony and (B) AG areas. (wh1) to (wh16) are the colony weights and (vh1) to (vh16) are the colony 
varroa loads. (C) Correlation matrix of overall pathogen infection (varroa mite, viruses and nosema) 
of the 16 studied colonies. 
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Figure S4: Shapiro-Wilk tests and variable distribution and normalization for both varroa and weight 
variables. 


