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Supplementary Figure S1: Maximum likelihood phylogenetic trees of 
Haemoproteus spp. of the subgenus Haemoproteus based on the cytb sequences 

(465 characters). The species name (for the new isolates in this study with their 
isolate names; arrows) is followed by the MalAvi lineage tag, and 
DDBJ/EMBL/GenBank accession number in parentheses. 

 


