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Supplemental Data 

 

Supplementary Figure S1. Gating scheme to quantify naïve (CD44
-
 CD62L

+
) and CD44

hi
 CD4 T cells 

in uninfected mice shown for data in Figure 5.  
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Supplemental Figure S2. Gating scheme for analyses of polyclonal CD4 T cells in lung. A sequential gating scheme as shown was used to identify antigen experienced CD4 

T cells in the lung vasculature and tissue and to quantify surface markers (CD11a, CD69 and CD103, as shown). 
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Supplementary Figure S3A. Flow cytometry gating scheme using MHC class II: peptide tetramers from lung CD4 T cells that were isolated from influenza B infected mice. Shown 

is the sequential gating scheme used to identify peptide epitope-specific CD4 T cells using the I-A
b
:HA-23 peptide tetramer (see Supplemental Table S1). 
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Supplementary Figure S3B. Flow cytometry gating scheme using MHC class II: peptide tetramers from lung CD4 T cells isolated from influenza A infected mice. Shown is the 

sequential gating scheme used to identify peptide epitope-specific CD4 T cells using the I-A
b
:NP-263 peptide tetramer (see Supplemental Table S1). 
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Supplemental Table S1. Peptide nomenclature and sequences. 
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Supplemental Table S2. IFN EliSpot kinetics of CD4 T cell response in different tissues. 

 


