
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683095.1 ASM168309v1 genomic

XXX 2007 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014355.1 ANSES 32 genomic
XXX 1991 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900011745.1 ANSES 94 genomic
ENV 2006 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003227955.1 ASM322795v1 genomic
XXX 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782875.1 ASM78287v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831645.1 ASM983164v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783055.1 ASM78305v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783075.1 ASM78307v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000793545.1 ASM79354v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783215.1 ASM78321v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167315.1 ASM16731v1 genomic
ANI XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181915.1 ASM18191v1 genomic
ANI XXXX NA Canada NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833125.1 ASM83312v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000182055.1 ASM18205v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359465.1 ASM35946v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359445.1 ASM35944v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359425.1 ASM35942v1 genomic
VAX XXXX EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000310045.1 Carbosap v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000732465.1 ASM73246v1 genomic
XXX 1982 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900012555.1 ANSES 86 genomic
ANI 1992 SA Argentina NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000875715.1 ASM87571v1 genomic
XXX 1986 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014375.1 ANSES 90 genomic
ANI 1999 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST2005 GroupIII RefSeqAssembly GCF 000697535.2 ASM69753v2 genomic
XXX 1984 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013475.1 ANSES 89 genomic
XXX 1999 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013465.1 ANSES 101 genomic
XXX 1989 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013485.1 ANSES 92 genomic
ANI 1995 EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273045.1 BANT008−SEQ−1−ASM−1 genomic
XXX 1990 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014365.1 ANSES 88 genomic
XXX 1996 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014335.1 ANSES 118 genomic
XXX 1992 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014345.1 ANSES 122 genomic
ANI 1995 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273105.1 BANT012−SEQ−1−ASM−1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831565.1 ASM983156v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742895.1 ASM74289v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783155.1 ASM78315v1 genomic
HUM 1951 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832445.1 ASM83244v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783135.1 ASM78313v1 genomic
HUM 1958 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783115.1 ASM78311v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167275.1 ASM16727v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181835.1 ASM18183v1 genomic
HUM 1957 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782955.1 ASM78295v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000021445.1 ASM2144v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000793525.1 ASM79352v1 genomic
XXX 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2006 GroupIII RefSeqAssembly GCF 000793565.1 ASM79356v1 genomic

XXX 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783035.1 ASM78303v1 genomic
ENV 1976 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832565.1 ASM83256v1 genomic
ANI 2017 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003045745.2 ASM304574v2 genomic

ENV 2016 AF Algeria NCBIanthracis GTDBanthracis GSBmosaicus ST1987 GroupIII RefSeqAssembly GCF 002024565.1 ASM202456v1 genomic
ENV XXXX AS China NCBIthuringiensis GTDBanthracis GSBmosaicus ST237 GroupIII RefSeqAssembly GCF 002146825.1 ASM214682v1 genomic

FOO 2015 OC NewZealand NCBIcereus GTDBanthracis GSBmosaicus ST1983 GroupIII RefSeqAssembly GCF 001901235.1 ASM190123v1 genomic
ENV 2018 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST267 GroupIII RefSeqAssembly GCF 007666385.1 ASM766638v1 genomic

ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST778 GroupIII RefSeqAssembly GCF 003410255.1 ASM341025v1 genomic
ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST778 GroupIII RefSeqAssembly GCF 001883885.1 ASM188388v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST498 GroupIII RefSeqAssembly GCF 000161235.1 ASM16123v1 genomic
FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 002021385.1 ASM202138v1 genomic

ENV 2018 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 007665505.1 ASM766550v1 genomic
ENV 2015 NA PuertoRico NCBIanthracis GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 001029875.1 RIT 375 V1 genomic

FOO 2012 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001583805.1 ASM158380v1 genomic
FOO 2004 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001044585.1 ASM104458v1 genomic

FOO 2012 EU Netherlands NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001008645.1 ASM100864v1 genomic
HUM 2008 EU Ireland NCBIthuringiensis GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 004519705.1 ASM451970v1 genomic

HUM 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST990 GroupIII RefSeqAssembly GCF 008416285.1 ASM841628v1 genomic
FOO 2019 OC NewZealand NCBIcereus GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 012395345.1 ASM1239534v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST75 GroupIII RefSeqAssembly GCF 009647215.1 ASM964721v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST62 GroupIII RefSeqAssembly GCF 013267235.1 ASM1326723v1 genomic
ENV 2003 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST62 GroupIII RefSeqAssembly GCF 000832865.1 ASM83286v1 genomic

FOO 2015 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST163 GroupIII RefSeqAssembly GCF 004330325.1 ASM433032v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST108 GroupIII RefSeqAssembly GCF 000160915.1 ASM16091v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 000015065.1 ASM1506v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 000832825.1 ASM83282v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 013267335.1 ASM1326733v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 013343075.1 ASM1334307v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST75 GroupIII RefSeqAssembly GCF 000239195.1 ASM23919v1 genomic
HUM 2003 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 000832405.1 ASM83240v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 000022505.1 ASM2250v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 016027015.1 ASM1602701v1 genomic

HUM 2020 NA UnitedStates GTDBanthracis GSBmosaicus ST108 GroupIII BacTX2020a
ENV 2018 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 007678495.1 ASM767849v1 genomic

HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757835.1 ASM1675783v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757895.1 ASM1675789v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016758415.1 ASM1675841v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757815.1 ASM1675781v1 genomic

HUM 2018 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST163 GroupIII RefSeqAssembly GCF 016758645.1 ASM1675864v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 000832385.1 ASM83238v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 013267775.1 ASM1326777v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 900176915.1 Bcereus.16−00175 genomic
ANI 2015 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 002021695.1 ASM202169v1 genomic

FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST2067 GroupIII RefSeqAssembly GCF 002021355.1 ASM202135v1 genomic
ANI 2020 AS India NCBIcereus GTDBanthracis GSBmosaicus ST1119 GroupIII RefSeqAssembly GCF 016580425.1 ASM1658042v1 genomic

FOO 2012 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1082 GroupIII RefSeqAssembly GCF 001584105.1 ASM158410v1 genomic
XXX 2011 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST129 GroupIII RefSeqAssembly GCF 015844565.1 ASM1584456v1 genomic

ENV 2012 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST2391 GroupIII RefSeqAssembly GCF 004009875.1 G25−42 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1453 GroupIII RefSeqAssembly GCF 000291135.1 Baci cere ISP3191 V1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST935 GroupIII RefSeqAssembly GCF 000143605.1 ASM14360v1 genomic

ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST772 GroupIII RefSeqAssembly GCF 003410355.1 ASM341035v1 genomic
ENV 2006 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST772 GroupIII RefSeqAssembly GCF 001883895.1 ASM188389v1 genomic

COS 2016 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1988 GroupIII RefSeqAssembly GCF 002199675.1 ASM219967v1 genomic
ENV 2019 AS Bangladesh NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 014903775.1 ASM1490377v1 genomic

ENV 2016 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1611 GroupIII RefSeqAssembly GCF 004328845.1 ASM432884v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST908 GroupIII RefSeqAssembly GCF 000011625.1 ASM1162v1 genomic
ANI 1996 AF Namibia NCBIcereus GTDBanthracis GSBmosaicus ST908 GroupIII RefSeqAssembly GCF 000833045.1 ASM83304v1 genomic

Beef 2016 AF SouthAfrica WesternCape Retail−outlets RTE Sausage−emulsion S64 GTDBanthracis GSBmosaicus STUnknown GroupIII ZAProject
Poultry 2015 AF SouthAfrica Mpumalanga Retail−outlets RAW Chicken−thigh S58 GTDBanthracis GSBmosaicus STUnknown GroupIII ZAProject

FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1993 GroupII RefSeqAssembly GCF 002021365.1 ASM202136v1 genomic

ENV 2006 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST2060 GroupIII RefSeqAssembly GCF 001982845.1 ASM198284v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 000008505.1 ASM850v1 genomic
HUM 2006 XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 000833085.1 ASM83308v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 013267815.1 ASM1326781v1 genomic

ENV XXXX EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002976395.1 ASM297639v1 genomic
ENV XXXX EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002976415.1 ASM297641v1 genomic
FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002021375.1 ASM202137v1 genomic
ENV 2015 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1799 GroupIII RefSeqAssembly GCF 001758315.1 ASM175831v1 genomic

XXX 2017 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1437 GroupIII RefSeqAssembly GCF 004023705.1 ASM402370v1 genomic
XXX 2017 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1437 GroupIII RefSeqAssembly GCF 004801195.1 ASM480119v1 genomic

COS 2016 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002199635.1 ASM219963v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST1284 GroupIII RefSeqAssembly GCF 016758535.1 ASM1675853v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1223 GroupIII RefSeqAssembly GCF 900176965.1 Bcereus.16−00195 genomic
FBO 2015 nonBt food EU France 15SBCL439 SAMN12217395 SRR9644928 GTDBanthracis GSBmosaicus ST1223 GroupIII Bonis2021

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 009646455.1 ASM964645v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 009646415.1 ASM964641v1 genomic
FOO XXXX SA Brazil NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 002146985.1 ASM214698v1 genomic
ENV 2011 AF Namibia NCBIcereus GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 013177495.2 ASM1317749v2 genomic

FOO XXXX SA Brazil NCBIthuringiensis GTDBanthracis GSBmosaicus ST214 GroupIII RefSeqAssembly GCF 002147835.1 ASM214783v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST214 GroupIII RefSeqAssembly GCF 000161635.1 ASM16163v1 genomic

LAB 2015 AS China NCBIthuringiensis GTDBanthracis GSBmosaicus ST2014 GroupIII RefSeqAssembly GCF 002192515.1 ASM219251v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000832765.1 ASM83276v1 genomic
ENV 1993 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000835185.1 ASM83518v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 013267455.1 ASM1326745v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 013267475.1 ASM1326747v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000161135.1 ASM16113v1 genomic

ANI 2013 AF SouthAfrica NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 001541995.1 ASM154199v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 000161655.1 ASM16165v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 013267315.1 ASM1326731v1 genomic
ENV XXXX AS India NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 002147005.1 ASM214700v1 genomic
XXX 1915 AS India NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 000832485.1 ASM83248v1 genomic

XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST1984 GroupIII RefSeqAssembly GCF 013267795.1 ASM1326779v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST1984 GroupIII RefSeqAssembly GCF 000832925.1 ASM83292v1 genomic

FOO 2015 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1810 GroupIII RefSeqAssembly GCF 004330405.1 ASM433040v1 genomic
XXX 2013 EU UnitedKingdom NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002911945.1 ASM291194v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 000161595.1 ASM16159v1 genomic

ENV 1988 NA Mexico NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002146325.1 ASM214632v1 genomic
XXX XXXX NA Mexico NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002146495.1 ASM214649v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST460 GroupIII RefSeqAssembly GCF 000021785.1 ASM2178v1 genomic
ENV 2014 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1887 GroupIII RefSeqAssembly GCF 002570225.1 ASM257022v1 genomic

ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 Unknown RefSeqAssembly GCF 001936485.1 ASM193648v1 genomic
ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941885.1 ASM194188v1 genomic
ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941905.1 ASM194190v1 genomic
ENV 2009 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941925.1 ASM194192v1 genomic

ENV XXXX EU Portugal NCBIthuringiensis GTDBanthracis GSBmosaicus ST110 GroupIII RefSeqAssembly GCF 002146905.1 ASM214690v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST110 GroupIII RefSeqAssembly GCF 000161695.1 ASM16169v1 genomic

ENV XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000742655.1 ASM74265v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000167255.1 ASM16725v1 genomic
ENV 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000832965.1 ASM83296v1 genomic
XXX 1956 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000783235.1 ASM78323v1 genomic

ANI 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000782995.1 ASM78299v1 genomic

ANI 2011 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 008087155.1 ASM808715v1 genomic
XXX XXXX AF Zimbabwe NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000743805.1 BDQ genomic
HUM XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000832725.1 ASM83272v1 genomic
ANI XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181935.1 ASM18193v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000167295.1 ASM16729v1 genomic
ENV 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 009669005.1 ASM966900v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000583105.1 ASM58310v1 genomic
XXX 1978 AS Japan NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 006742565.1 ASM674256v1 genomic

ENV 2009 AS SouthKorea NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000725325.1 ASM72532v1 genomic
ANI 2008 EU Finland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003063925.1 ASM306392v1 genomic
ANI 1972 EU Slovakia NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064045.1 ASM306404v1 genomic
ANI 2000 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000697555.1 ASM69755v2 genomic
ANI 1998 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000832745.1 ASM83274v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181995.1 ASM18199v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000167235.1 ASM16723v1 genomic
ANI 2017 EU Switzerland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 006088855.1 ASM608885v1 genomic
ANI 1970 EU Switzerland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064015.1 ASM306401v1 genomic
ANI 2009 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000295695.2 ASM29569v2 genomic
ANI 1988 EU Austria NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 001936375.1 ASM193637v1 genomic
ANI 1999 EU Poland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 016484455.1 ASM1648445v1 genomic
ANI 1970 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064085.1 ASM306408v1 genomic

HUM XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832465.1 ASM83246v1 genomic
ANI 2015 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002233635.1 ASM223363v1 genomic
ANI 1997 AF Zambia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001277085.1 BANT016−SEQ−1−ASM−1 genomic
ANI 2011 AF Zambia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000534935.2 ASM53493v2 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782905.1 ASM78290v1 genomic
HUM XXXX AS SouthKorea NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000258885.1 ASM25888v1 genomic

ANI 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014466805.1 ASM1446680v1 genomic
ANI 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014466795.1 ASM1446679v1 genomic
FOO 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025275.1 ASM202527v1 genomic
HUM 1994 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002019425.1 ASM201942v1 genomic
ENV 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025395.1 ASM202539v1 genomic
VAX 2014 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001835485.1 ASM183548v1 genomic
ENV 1989 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025335.1 ASM202533v1 genomic
XXX XXXX EU Russia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000740925.2 ASM74092v2 genomic
LAB 1970 EU Russia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002980615.3 ASM298061v3 genomic
HUM 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025265.1 ASM202526v1 genomic
XXX 1997 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273005.1 BANT006−SEQ−1−ASM−1 genomic
ANI 1996 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273145.1 BANT014−SEQ−1−ASM−1 genomic
ANI 1978 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832425.1 ASM83242v1 genomic
HUM 2009 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000278385.1 ASM27838v1 genomic
HUM 1991 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833275.1 ASM83327v1 genomic

LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831675.1 ASM983167v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742315.1 ASM74231v1 genomic

ANI XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832585.1 ASM83258v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831485.1 ASM983148v1 genomic
ENV XXXX EU Bulgaria NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000319715.1 BA 3166assembly genomic

XXX 1995 EU Slovakia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273085.1 BANT010−SEQ−1−ASM−1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000181675.2 ASM18167v2 genomic

ANI 2012 EU Greece NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001277955.1 ASM127795v1 genomic
ANI 2014 EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000831505.1 ASM83150v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000521345.1 BA V770−NP1−R genomic
ANI 1951 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000832785.1 ASM83278v1 genomic
ANI 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000782975.1 ASM78297v1 genomic
ANI 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000782885.1 ASM78288v1 genomic
ANI 1988 EU Finland NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063945.1 ASM306394v1 genomic
ENV 2007 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063985.1 ASM306398v1 genomic
ANI XXXX SA Chile NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000986935.1 BANT002−SEQ−3−ASM−1 genomic
ANI 2001 SA Chile NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 016484445.1 ASM1648444v1 genomic
ENV 1999 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003064005.1 ASM306400v1 genomic

ANI 1999 SA Bolivia NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000986915.1 BANT001−SEQ−3−ASM−1 genomic
ANI 1996 SA Argentina NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 001273125.1 BANT013−SEQ−1−ASM−1 genomic
ANI 1939 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000832665.1 ASM83266v1 genomic
ENV 2007 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063965.1 ASM306396v1 genomic

ANI XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832505.1 ASM83250v1 genomic
ANI 1957 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782895.1 ASM78289v1 genomic
XXX 2014 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001677305.1 ASM167730v1 genomic
XXX 2014 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001677295.1 ASM167729v1 genomic
ANI 1996 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001272985.1 BANT005−SEQ−1−ASM−1 genomic
HUM 2008 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025415.1 ASM202541v1 genomic
ANI 2006 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896635.1 ASM289663v1 genomic
ANI 2008 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896595.1 ASM289659v1 genomic
ANI 2009 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000559005.1 Ba52G 1.0 genomic
HUM 2012 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025435.1 ASM202543v1 genomic
FOO 2012 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025375.1 ASM202537v1 genomic
ENV 1997 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000558965.1 Ba8903G 1.0 genomic
ANI 2007 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896665.1 ASM289666v1 genomic
ANI 2006 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896695.1 ASM289669v1 genomic
HUM 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025455.1 ASM202545v1 genomic
ENV 1998 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000558985.1 Ba9080G 1.0 genomic
HUM 2008 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025345.1 ASM202534v1 genomic
ENV 2009 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896575.1 ASM289657v1 genomic
ENV 2012 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896585.1 ASM289658v1 genomic
ENV 2014 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896655.1 ASM289665v1 genomic
HUM 1975 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003368005.1 ASM336800v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003345105.1 ASM334510v1 genomic
HUM 1974 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003367985.1 ASM336798v1 genomic
HUM 1997 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273025.1 BANT007−SEQ−1−ASM−1 genomic
ANI 2019 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014249775.1 ASM1424977v1 genomic
ANI 1997 OC Australia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273065.1 BANT009−SEQ−1−ASM−1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167335.1 ASM16733v1 genomic
HUM XXXX EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000743825.1 BHY 1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669125.1 ASM966912v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669135.1 ASM966913v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669105.1 ASM966910v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669265.1 ASM966926v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669235.1 ASM966923v1 genomic

ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669275.1 ASM966927v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669025.1 ASM966902v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669205.1 ASM966920v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669225.1 ASM966922v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831545.1 ASM983154v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000008445.1 ASM844v1 genomic
ANI 1981 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833065.1 ASM83306v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000007845.1 ASM784v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349165.1 ASM1334916v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806655.1 ASM980665v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806695.1 ASM980669v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349245.1 ASM1334924v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009873035.1 ASM987303v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273315.1 ASM1227331v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872875.1 ASM987287v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872995.1 ASM987299v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349185.1 ASM1334918v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273335.1 ASM1227333v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273375.1 ASM1227337v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806595.1 ASM980659v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872715.1 ASM987271v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872975.1 ASM987297v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872815.1 ASM987281v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273355.1 ASM1227335v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806675.1 ASM980667v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872955.1 ASM987295v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872735.1 ASM987273v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872905.1 ASM987290v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872925.1 ASM987292v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806615.1 ASM980661v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872675.1 ASM987267v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806635.1 ASM980663v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872805.1 ASM987280v1 genomic

ENV 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014712215.1 ASM1471221v1 genomic
HUM 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014712235.1 ASM1471223v1 genomic
XXX XXXX AS Japan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002356575.1 ASM235657v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000512775.2 ASM51277v2 genomic
XXX XXXX AS Indonesia NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000219895.1 ASM21989v1 genomic
ANI 1996 AS Indonesia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001276995.1 BANT015−SEQ−1−ASM−1 genomic
ANI 2014 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002277915.1 ASM227791v1 genomic
ANI 2012 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001543225.1 ASM154322v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000512835.2 ASM51283v2 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001015005.1 ASM101500v1 genomic
XXX 1940 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001015025.1 ASM101502v1 genomic

XXX 1966 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783165.1 ASM78316v1 genomic
ENV XXXX NA Jamaica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742875.1 ASM74287v1 genomic
ENV 2012 AS Bangladesh NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001654475.1 ASM165447v1 genomic
ANI 2008 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000697515.2 ASM69751v2 genomic
XXX 1962 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2007 GroupIII RefSeqAssembly GCF 000783095.1 ASM78309v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783195.1 ASM78319v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000008165.1 ASM816v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525715.1 ASM252571v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742695.1 ASM74269v1 genomic

ANI XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783015.1 ASM78301v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525765.1 ASM252576v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525705.1 ASM252570v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525775.1 ASM252577v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832635.1 ASM83263v1 genomic
LAB 2017 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003335125.1 ASM333512v1 genomic
VAX 2015 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002208785.1 ASM220878v2 genomic

VAX 2016 SA Brazil NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002007035.1 ASM200703v1 genomic
ANI 2015 SA Brazil NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001990245.1 ASM199024v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683275.1 ASM168327v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683295.1 ASM168329v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683065.1 ASM168306v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683235.1 ASM168323v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683255.1 ASM168325v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683215.1 ASM168321v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683175.1 ASM168317v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683135.1 ASM168313v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683195.1 ASM168319v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525685.1 ASM252568v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683155.1 ASM168315v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525695.1 ASM252569v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525785.1 ASM252578v1 genomic
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XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683095.1 ASM168309v1 genomic

XXX 2007 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014355.1 ANSES 32 genomic
XXX 1991 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900011745.1 ANSES 94 genomic
ENV 2006 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003227955.1 ASM322795v1 genomic
XXX 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782875.1 ASM78287v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831645.1 ASM983164v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783055.1 ASM78305v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783075.1 ASM78307v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000793545.1 ASM79354v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783215.1 ASM78321v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167315.1 ASM16731v1 genomic
ANI XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181915.1 ASM18191v1 genomic
ANI XXXX NA Canada NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833125.1 ASM83312v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000182055.1 ASM18205v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359465.1 ASM35946v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359445.1 ASM35944v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000359425.1 ASM35942v1 genomic
VAX XXXX EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000310045.1 Carbosap v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000732465.1 ASM73246v1 genomic
XXX 1982 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900012555.1 ANSES 86 genomic
ANI 1992 SA Argentina NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000875715.1 ASM87571v1 genomic
XXX 1986 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014375.1 ANSES 90 genomic
ANI 1999 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST2005 GroupIII RefSeqAssembly GCF 000697535.2 ASM69753v2 genomic
XXX 1984 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013475.1 ANSES 89 genomic
XXX 1999 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013465.1 ANSES 101 genomic
XXX 1989 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900013485.1 ANSES 92 genomic
ANI 1995 EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273045.1 BANT008−SEQ−1−ASM−1 genomic
XXX 1990 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014365.1 ANSES 88 genomic
XXX 1996 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014335.1 ANSES 118 genomic
XXX 1992 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 900014345.1 ANSES 122 genomic
ANI 1995 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273105.1 BANT012−SEQ−1−ASM−1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831565.1 ASM983156v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742895.1 ASM74289v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783155.1 ASM78315v1 genomic
HUM 1951 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832445.1 ASM83244v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783135.1 ASM78313v1 genomic
HUM 1958 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783115.1 ASM78311v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167275.1 ASM16727v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181835.1 ASM18183v1 genomic
HUM 1957 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782955.1 ASM78295v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000021445.1 ASM2144v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000793525.1 ASM79352v1 genomic
XXX 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2006 GroupIII RefSeqAssembly GCF 000793565.1 ASM79356v1 genomic

XXX 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783035.1 ASM78303v1 genomic
ENV 1976 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832565.1 ASM83256v1 genomic
ANI 2017 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003045745.2 ASM304574v2 genomic

ENV 2016 AF Algeria NCBIanthracis GTDBanthracis GSBmosaicus ST1987 GroupIII RefSeqAssembly GCF 002024565.1 ASM202456v1 genomic
ENV XXXX AS China NCBIthuringiensis GTDBanthracis GSBmosaicus ST237 GroupIII RefSeqAssembly GCF 002146825.1 ASM214682v1 genomic

FOO 2015 OC NewZealand NCBIcereus GTDBanthracis GSBmosaicus ST1983 GroupIII RefSeqAssembly GCF 001901235.1 ASM190123v1 genomic
ENV 2018 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST267 GroupIII RefSeqAssembly GCF 007666385.1 ASM766638v1 genomic

ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST778 GroupIII RefSeqAssembly GCF 003410255.1 ASM341025v1 genomic
ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST778 GroupIII RefSeqAssembly GCF 001883885.1 ASM188388v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST498 GroupIII RefSeqAssembly GCF 000161235.1 ASM16123v1 genomic
FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 002021385.1 ASM202138v1 genomic

ENV 2018 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 007665505.1 ASM766550v1 genomic
ENV 2015 NA PuertoRico NCBIanthracis GTDBanthracis GSBmosaicus ST76 GroupIII RefSeqAssembly GCF 001029875.1 RIT 375 V1 genomic

FOO 2012 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001583805.1 ASM158380v1 genomic
FOO 2004 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001044585.1 ASM104458v1 genomic

FOO 2012 EU Netherlands NCBIcereus GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 001008645.1 ASM100864v1 genomic
HUM 2008 EU Ireland NCBIthuringiensis GTDBanthracis GSBmosaicus ST1050 GroupIII RefSeqAssembly GCF 004519705.1 ASM451970v1 genomic

HUM 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST990 GroupIII RefSeqAssembly GCF 008416285.1 ASM841628v1 genomic
FOO 2019 OC NewZealand NCBIcereus GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 012395345.1 ASM1239534v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST75 GroupIII RefSeqAssembly GCF 009647215.1 ASM964721v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST62 GroupIII RefSeqAssembly GCF 013267235.1 ASM1326723v1 genomic
ENV 2003 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST62 GroupIII RefSeqAssembly GCF 000832865.1 ASM83286v1 genomic

FOO 2015 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST163 GroupIII RefSeqAssembly GCF 004330325.1 ASM433032v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST108 GroupIII RefSeqAssembly GCF 000160915.1 ASM16091v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 000015065.1 ASM1506v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 000832825.1 ASM83282v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 013267335.1 ASM1326733v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST109 GroupIII RefSeqAssembly GCF 013343075.1 ASM1334307v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST75 GroupIII RefSeqAssembly GCF 000239195.1 ASM23919v1 genomic
HUM 2003 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 000832405.1 ASM83240v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 000022505.1 ASM2250v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST11 GroupIII RefSeqAssembly GCF 016027015.1 ASM1602701v1 genomic

HUM 2020 NA UnitedStates GTDBanthracis GSBmosaicus ST108 GroupIII BacTX2020a
ENV 2018 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 007678495.1 ASM767849v1 genomic

HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757835.1 ASM1675783v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757895.1 ASM1675789v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016758415.1 ASM1675841v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST365 GroupIII RefSeqAssembly GCF 016757815.1 ASM1675781v1 genomic

HUM 2018 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST163 GroupIII RefSeqAssembly GCF 016758645.1 ASM1675864v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 000832385.1 ASM83238v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 013267775.1 ASM1326777v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 900176915.1 Bcereus.16−00175 genomic
ANI 2015 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1263 GroupIII RefSeqAssembly GCF 002021695.1 ASM202169v1 genomic

FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST2067 GroupIII RefSeqAssembly GCF 002021355.1 ASM202135v1 genomic
ANI 2020 AS India NCBIcereus GTDBanthracis GSBmosaicus ST1119 GroupIII RefSeqAssembly GCF 016580425.1 ASM1658042v1 genomic

FOO 2012 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1082 GroupIII RefSeqAssembly GCF 001584105.1 ASM158410v1 genomic
XXX 2011 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST129 GroupIII RefSeqAssembly GCF 015844565.1 ASM1584456v1 genomic

ENV 2012 NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST2391 GroupIII RefSeqAssembly GCF 004009875.1 G25−42 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1453 GroupIII RefSeqAssembly GCF 000291135.1 Baci cere ISP3191 V1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST935 GroupIII RefSeqAssembly GCF 000143605.1 ASM14360v1 genomic

ENV 2002 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST772 GroupIII RefSeqAssembly GCF 003410355.1 ASM341035v1 genomic
ENV 2006 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST772 GroupIII RefSeqAssembly GCF 001883895.1 ASM188389v1 genomic

COS 2016 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1988 GroupIII RefSeqAssembly GCF 002199675.1 ASM219967v1 genomic
ENV 2019 AS Bangladesh NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 014903775.1 ASM1490377v1 genomic

ENV 2016 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1611 GroupIII RefSeqAssembly GCF 004328845.1 ASM432884v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST908 GroupIII RefSeqAssembly GCF 000011625.1 ASM1162v1 genomic
ANI 1996 AF Namibia NCBIcereus GTDBanthracis GSBmosaicus ST908 GroupIII RefSeqAssembly GCF 000833045.1 ASM83304v1 genomic

Beef 2016 AF SouthAfrica WesternCape Retail−outlets RTE Sausage−emulsion S64 GTDBanthracis GSBmosaicus STUnknown GroupIII ZAProject
Poultry 2015 AF SouthAfrica Mpumalanga Retail−outlets RAW Chicken−thigh S58 GTDBanthracis GSBmosaicus STUnknown GroupIII ZAProject

FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1993 GroupII RefSeqAssembly GCF 002021365.1 ASM202136v1 genomic

ENV 2006 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST2060 GroupIII RefSeqAssembly GCF 001982845.1 ASM198284v1 genomic

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 000008505.1 ASM850v1 genomic
HUM 2006 XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 000833085.1 ASM83308v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST113 GroupIII RefSeqAssembly GCF 013267815.1 ASM1326781v1 genomic

ENV XXXX EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002976395.1 ASM297639v1 genomic
ENV XXXX EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002976415.1 ASM297641v1 genomic
FOO 2015 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002021375.1 ASM202137v1 genomic
ENV 2015 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1799 GroupIII RefSeqAssembly GCF 001758315.1 ASM175831v1 genomic

XXX 2017 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1437 GroupIII RefSeqAssembly GCF 004023705.1 ASM402370v1 genomic
XXX 2017 AS China NCBIcereus GTDBanthracis GSBmosaicus ST1437 GroupIII RefSeqAssembly GCF 004801195.1 ASM480119v1 genomic

COS 2016 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST1985 GroupIII RefSeqAssembly GCF 002199635.1 ASM219963v1 genomic
HUM 2019 EU Italy NCBIcereus GTDBanthracis GSBmosaicus ST1284 GroupIII RefSeqAssembly GCF 016758535.1 ASM1675853v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST1223 GroupIII RefSeqAssembly GCF 900176965.1 Bcereus.16−00195 genomic
FBO 2015 nonBt food EU France 15SBCL439 SAMN12217395 SRR9644928 GTDBanthracis GSBmosaicus ST1223 GroupIII Bonis2021

XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 009646455.1 ASM964645v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 009646415.1 ASM964641v1 genomic
FOO XXXX SA Brazil NCBIthuringiensis GTDBanthracis GSBmosaicus ST106 GroupIII RefSeqAssembly GCF 002146985.1 ASM214698v1 genomic
ENV 2011 AF Namibia NCBIcereus GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 013177495.2 ASM1317749v2 genomic

FOO XXXX SA Brazil NCBIthuringiensis GTDBanthracis GSBmosaicus ST214 GroupIII RefSeqAssembly GCF 002147835.1 ASM214783v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST214 GroupIII RefSeqAssembly GCF 000161635.1 ASM16163v1 genomic

LAB 2015 AS China NCBIthuringiensis GTDBanthracis GSBmosaicus ST2014 GroupIII RefSeqAssembly GCF 002192515.1 ASM219251v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000832765.1 ASM83276v1 genomic
ENV 1993 NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000835185.1 ASM83518v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 013267455.1 ASM1326745v1 genomic
XXX XXXX NA USA NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 013267475.1 ASM1326747v1 genomic
XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 000161135.1 ASM16113v1 genomic

ANI 2013 AF SouthAfrica NCBIcereus GTDBanthracis GSBmosaicus ST145 GroupIII RefSeqAssembly GCF 001541995.1 ASM154199v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 000161655.1 ASM16165v1 genomic
XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 013267315.1 ASM1326731v1 genomic
ENV XXXX AS India NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 002147005.1 ASM214700v1 genomic
XXX 1915 AS India NCBIthuringiensis GTDBanthracis GSBmosaicus ST112 GroupIII RefSeqAssembly GCF 000832485.1 ASM83248v1 genomic

XXX XXXX NA USA NCBIthuringiensis GTDBanthracis GSBmosaicus ST1984 GroupIII RefSeqAssembly GCF 013267795.1 ASM1326779v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST1984 GroupIII RefSeqAssembly GCF 000832925.1 ASM83292v1 genomic

FOO 2015 EU Germany NCBIcereus GTDBanthracis GSBmosaicus ST1810 GroupIII RefSeqAssembly GCF 004330405.1 ASM433040v1 genomic
XXX 2013 EU UnitedKingdom NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002911945.1 ASM291194v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 000161595.1 ASM16159v1 genomic

ENV 1988 NA Mexico NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002146325.1 ASM214632v1 genomic
XXX XXXX NA Mexico NCBIthuringiensis GTDBanthracis GSBmosaicus ST107 GroupIII RefSeqAssembly GCF 002146495.1 ASM214649v1 genomic

XXX XXXX XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST460 GroupIII RefSeqAssembly GCF 000021785.1 ASM2178v1 genomic
ENV 2014 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1887 GroupIII RefSeqAssembly GCF 002570225.1 ASM257022v1 genomic

ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 Unknown RefSeqAssembly GCF 001936485.1 ASM193648v1 genomic
ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941885.1 ASM194188v1 genomic
ENV 2011 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941905.1 ASM194190v1 genomic
ENV 2009 XX XXXXX NCBIcereus GTDBanthracis GSBmosaicus ST2094 GroupIII RefSeqAssembly GCF 001941925.1 ASM194192v1 genomic

ENV XXXX EU Portugal NCBIthuringiensis GTDBanthracis GSBmosaicus ST110 GroupIII RefSeqAssembly GCF 002146905.1 ASM214690v1 genomic
XXX XXXX XX XXXXX NCBIthuringiensis GTDBanthracis GSBmosaicus ST110 GroupIII RefSeqAssembly GCF 000161695.1 ASM16169v1 genomic

ENV XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000742655.1 ASM74265v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000167255.1 ASM16725v1 genomic
ENV 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000832965.1 ASM83296v1 genomic
XXX 1956 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000783235.1 ASM78323v1 genomic

ANI 1956 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST933 GroupIII RefSeqAssembly GCF 000782995.1 ASM78299v1 genomic

ANI 2011 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 008087155.1 ASM808715v1 genomic
XXX XXXX AF Zimbabwe NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000743805.1 BDQ genomic
HUM XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000832725.1 ASM83272v1 genomic
ANI XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181935.1 ASM18193v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000167295.1 ASM16729v1 genomic
ENV 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 009669005.1 ASM966900v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000583105.1 ASM58310v1 genomic
XXX 1978 AS Japan NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 006742565.1 ASM674256v1 genomic

ENV 2009 AS SouthKorea NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000725325.1 ASM72532v1 genomic
ANI 2008 EU Finland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003063925.1 ASM306392v1 genomic
ANI 1972 EU Slovakia NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064045.1 ASM306404v1 genomic
ANI 2000 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000697555.1 ASM69755v2 genomic
ANI 1998 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000832745.1 ASM83274v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000181995.1 ASM18199v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000167235.1 ASM16723v1 genomic
ANI 2017 EU Switzerland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 006088855.1 ASM608885v1 genomic
ANI 1970 EU Switzerland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064015.1 ASM306401v1 genomic
ANI 2009 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 000295695.2 ASM29569v2 genomic
ANI 1988 EU Austria NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 001936375.1 ASM193637v1 genomic
ANI 1999 EU Poland NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 016484455.1 ASM1648445v1 genomic
ANI 1970 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST3 GroupIII RefSeqAssembly GCF 003064085.1 ASM306408v1 genomic

HUM XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832465.1 ASM83246v1 genomic
ANI 2015 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002233635.1 ASM223363v1 genomic
ANI 1997 AF Zambia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001277085.1 BANT016−SEQ−1−ASM−1 genomic
ANI 2011 AF Zambia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000534935.2 ASM53493v2 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782905.1 ASM78290v1 genomic
HUM XXXX AS SouthKorea NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000258885.1 ASM25888v1 genomic

ANI 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014466805.1 ASM1446680v1 genomic
ANI 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014466795.1 ASM1446679v1 genomic
FOO 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025275.1 ASM202527v1 genomic
HUM 1994 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002019425.1 ASM201942v1 genomic
ENV 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025395.1 ASM202539v1 genomic
VAX 2014 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001835485.1 ASM183548v1 genomic
ENV 1989 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025335.1 ASM202533v1 genomic
XXX XXXX EU Russia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000740925.2 ASM74092v2 genomic
LAB 1970 EU Russia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002980615.3 ASM298061v3 genomic
HUM 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025265.1 ASM202526v1 genomic
XXX 1997 AS China NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273005.1 BANT006−SEQ−1−ASM−1 genomic
ANI 1996 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273145.1 BANT014−SEQ−1−ASM−1 genomic
ANI 1978 AS Pakistan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832425.1 ASM83242v1 genomic
HUM 2009 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000278385.1 ASM27838v1 genomic
HUM 1991 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833275.1 ASM83327v1 genomic

LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831675.1 ASM983167v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742315.1 ASM74231v1 genomic

ANI XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832585.1 ASM83258v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831485.1 ASM983148v1 genomic
ENV XXXX EU Bulgaria NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000319715.1 BA 3166assembly genomic

XXX 1995 EU Slovakia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273085.1 BANT010−SEQ−1−ASM−1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000181675.2 ASM18167v2 genomic

ANI 2012 EU Greece NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001277955.1 ASM127795v1 genomic
ANI 2014 EU Italy NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000831505.1 ASM83150v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000521345.1 BA V770−NP1−R genomic
ANI 1951 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000832785.1 ASM83278v1 genomic
ANI 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000782975.1 ASM78297v1 genomic
ANI 1957 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000782885.1 ASM78288v1 genomic
ANI 1988 EU Finland NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063945.1 ASM306394v1 genomic
ENV 2007 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063985.1 ASM306398v1 genomic
ANI XXXX SA Chile NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000986935.1 BANT002−SEQ−3−ASM−1 genomic
ANI 2001 SA Chile NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 016484445.1 ASM1648444v1 genomic
ENV 1999 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003064005.1 ASM306400v1 genomic

ANI 1999 SA Bolivia NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000986915.1 BANT001−SEQ−3−ASM−1 genomic
ANI 1996 SA Argentina NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 001273125.1 BANT013−SEQ−1−ASM−1 genomic
ANI 1939 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 000832665.1 ASM83266v1 genomic
ENV 2007 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST2 GroupIII RefSeqAssembly GCF 003063965.1 ASM306396v1 genomic

ANI XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832505.1 ASM83250v1 genomic
ANI 1957 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000782895.1 ASM78289v1 genomic
XXX 2014 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001677305.1 ASM167730v1 genomic
XXX 2014 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001677295.1 ASM167729v1 genomic
ANI 1996 AF Namibia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001272985.1 BANT005−SEQ−1−ASM−1 genomic
HUM 2008 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025415.1 ASM202541v1 genomic
ANI 2006 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896635.1 ASM289663v1 genomic
ANI 2008 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896595.1 ASM289659v1 genomic
ANI 2009 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000559005.1 Ba52G 1.0 genomic
HUM 2012 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025435.1 ASM202543v1 genomic
FOO 2012 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025375.1 ASM202537v1 genomic
ENV 1997 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000558965.1 Ba8903G 1.0 genomic
ANI 2007 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896665.1 ASM289666v1 genomic
ANI 2006 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896695.1 ASM289669v1 genomic
HUM 1992 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025455.1 ASM202545v1 genomic
ENV 1998 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000558985.1 Ba9080G 1.0 genomic
HUM 2008 AS Georgia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002025345.1 ASM202534v1 genomic
ENV 2009 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896575.1 ASM289657v1 genomic
ENV 2012 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896585.1 ASM289658v1 genomic
ENV 2014 AS Turkey NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002896655.1 ASM289665v1 genomic
HUM 1975 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003368005.1 ASM336800v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003345105.1 ASM334510v1 genomic
HUM 1974 EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003367985.1 ASM336798v1 genomic
HUM 1997 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273025.1 BANT007−SEQ−1−ASM−1 genomic
ANI 2019 AS India NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014249775.1 ASM1424977v1 genomic
ANI 1997 OC Australia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001273065.1 BANT009−SEQ−1−ASM−1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000167335.1 ASM16733v1 genomic
HUM XXXX EU UnitedKingdom NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000743825.1 BHY 1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669125.1 ASM966912v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669135.1 ASM966913v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669105.1 ASM966910v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669265.1 ASM966926v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669235.1 ASM966923v1 genomic

ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669275.1 ASM966927v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669025.1 ASM966902v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669205.1 ASM966920v1 genomic
ANI 2009 AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009669225.1 ASM966922v1 genomic
LAB XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009831545.1 ASM983154v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000008445.1 ASM844v1 genomic
ANI 1981 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000833065.1 ASM83306v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000007845.1 ASM784v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349165.1 ASM1334916v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806655.1 ASM980665v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806695.1 ASM980669v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349245.1 ASM1334924v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009873035.1 ASM987303v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273315.1 ASM1227331v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872875.1 ASM987287v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872995.1 ASM987299v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 013349185.1 ASM1334918v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273335.1 ASM1227333v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273375.1 ASM1227337v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806595.1 ASM980659v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872715.1 ASM987271v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872975.1 ASM987297v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872815.1 ASM987281v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 012273355.1 ASM1227335v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806675.1 ASM980667v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872955.1 ASM987295v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872735.1 ASM987273v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872905.1 ASM987290v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872925.1 ASM987292v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806615.1 ASM980661v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872675.1 ASM987267v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009806635.1 ASM980663v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 009872805.1 ASM987280v1 genomic

ENV 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014712215.1 ASM1471221v1 genomic
HUM 2009 AS Kazakhstan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 014712235.1 ASM1471223v1 genomic
XXX XXXX AS Japan NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002356575.1 ASM235657v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000512775.2 ASM51277v2 genomic
XXX XXXX AS Indonesia NCBIanthracis GTDBanthracis GSBmosaicus STUnknown GroupIII RefSeqAssembly GCF 000219895.1 ASM21989v1 genomic
ANI 1996 AS Indonesia NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001276995.1 BANT015−SEQ−1−ASM−1 genomic
ANI 2014 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002277915.1 ASM227791v1 genomic
ANI 2012 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001543225.1 ASM154322v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000512835.2 ASM51283v2 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001015005.1 ASM101500v1 genomic
XXX 1940 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001015025.1 ASM101502v1 genomic

XXX 1966 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783165.1 ASM78316v1 genomic
ENV XXXX NA Jamaica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742875.1 ASM74287v1 genomic
ENV 2012 AS Bangladesh NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001654475.1 ASM165447v1 genomic
ANI 2008 EU France NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000697515.2 ASM69751v2 genomic
XXX 1962 XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST2007 GroupIII RefSeqAssembly GCF 000783095.1 ASM78309v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783195.1 ASM78319v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000008165.1 ASM816v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525715.1 ASM252571v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000742695.1 ASM74269v1 genomic

ANI XXXX AF SouthAfrica NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000783015.1 ASM78301v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525765.1 ASM252576v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525705.1 ASM252570v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525775.1 ASM252577v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 000832635.1 ASM83263v1 genomic
LAB 2017 EU Germany NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 003335125.1 ASM333512v1 genomic
VAX 2015 NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002208785.1 ASM220878v2 genomic

VAX 2016 SA Brazil NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002007035.1 ASM200703v1 genomic
ANI 2015 SA Brazil NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001990245.1 ASM199024v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683275.1 ASM168327v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683295.1 ASM168329v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683065.1 ASM168306v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683235.1 ASM168323v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683255.1 ASM168325v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683215.1 ASM168321v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683175.1 ASM168317v1 genomic

XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683135.1 ASM168313v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683195.1 ASM168319v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525685.1 ASM252568v1 genomic
XXX XXXX NA USA NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 001683155.1 ASM168315v1 genomic

XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525695.1 ASM252569v1 genomic
XXX XXXX XX XXXXX NCBIanthracis GTDBanthracis GSBmosaicus ST1 GroupIII RefSeqAssembly GCF 002525785.1 ASM252578v1 genomic
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Supplementary Figure S4. Maximum likelihood phylogeny constructed using core SNPs detected among 326 genomes assigned to the Genome Taxonomy
Database (GTDB) B. anthracis species, plus GTDB B. paranthracis outgroup genome B. cereus s.l. strain AH187 (NCBI RefSeq Assembly Accession
GCF_000021225.1; omitted for readability). Tree edge and node colors correspond to the posterior probability (PP) of anthrax toxin gene absence (i.e., “Non-
Anthrax”), obtained using an empirical Bayes approach, in which a continuous-time reversible Markov model was fitted, followed by 100 simulations of
stochastic character histories using the fitted model and tree tip states. Root node prior probabilities for “Anthrax” and “Non-Anthrax” states were (A) equal
(i.e., 0.5 each) or (B) estimated using the make.simmap function in the phytools package in R. Trees are rooted using the outgroup genome, and branch
lengths are reported in substitutions per site.
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