
Table S1. - PRISMA Extension for Scoping Reviews (PRISMA-ScR): Checklist and Explanation. 

SECTION ITEM PRISMA-ScR CHECKLIST ITEM 
REPORTED ON 

PAGE # 

TITLE 

Title 1 Identify the report as a scoping review. 1 

ABSTRACT 

Structured summary 2 

Provide a structured summary that includes (as 

applicable): background, objectives, eligibility cri-

teria, sources of evidence, charting methods, re-

sults, and conclusions that relate to the review 

questions and objectives. 

1 

INTRODUCTION 

Rationale 3 

Describe the rationale for the review in the context 

of what is already known. Explain why the review 

questions/objectives lend themselves to a scoping 

review approach. 

1-3 

Objectives 4 

Provide an explicit statement of the questions and 

objectives being addressed with reference to their 

key elements (e.g., population or participants, con-

cepts, and context) or other relevant key elements 

used to conceptualize the review questions and/or 

objectives. 

3 

METHODS 

Protocol and registra-

tion 
5 

Indicate whether a review protocol exists; state if 

and where it can be accessed (e.g., a Web address); 

and if available, provide registration information, 

including the registration number. 

3 

Eligibility criteria 6 

Specify characteristics of the sources of evidence 

used as eligibility criteria (e.g., years considered, 

language, and publication status), and provide a 

rationale. 

3 

Information sources 7 

Describe all information sources in the search (e.g., 

databases with dates of coverage and contact with 

authors to identify additional sources), as well as 

the date the most recent search was executed. 

3 

Search 8 

Present the full electronic search strategy for at 

least 1 database, including any limits used, such 

that it could be repeated. 

3 

Selection of sources 

of evidence 
9 

State the process for selecting sources of evidence 

(i.e., screening and eligibility) included in the scop-

ing review. 

3 

Data charting process 10 

Describe the methods of charting data from the in-

cluded sources of evidence (e.g., calibrated forms 

or forms that have been tested by the team before 

their use, and whether data charting was done in-

dependently or in duplicate) and any processes for 

obtaining and confirming data from investigators. 

3-4 

Data items 11 

List and define all variables for which data were 

sought and any assumptions and simplifications 

made. 

3-4 

Critical appraisal of 

individual sources of 

evidence 

12 

If done, provide a rationale for conducting a criti-

cal appraisal of included sources of evidence; de-

scribe the methods used and how this information 

was used in any data synthesis (if appropriate). 

N/A 

Synthesis of results 13 
Describe the methods of handling and summariz-

ing the data that were charted. 
3-4 



RESULTS 

Selection of sources 

of evidence 
14 

Give numbers of sources of evidence screened, as-

sessed for eligibility, and included in the review, 

with reasons for exclusions at each stage, ideally 

using a flow diagram. 

4 

Characteristics of 

sources of evidence 
15 

For each source of evidence, present characteristics 

for which data were charted and provide the cita-

tions. 

4-5, S2 

Critical appraisal 

within sources of evi-

dence 

16 
If done, present data on critical appraisal of in-

cluded sources of evidence (see item 12). 
N/A 

Results of individual 

sources of evidence 
17 

For each included source of evidence, present the 

relevant data that were charted that relate to the 

review questions and objectives. 

5-8 

Synthesis of results 18 
Summarize and/or present the charting results as 

they relate to the review questions and objectives. 
5-9 

DISCUSSION 

Summary of evi-

dence 
19 

Summarize the main results (including an over-

view of concepts, themes, and types of evidence 

available), link to the review questions and objec-

tives, and consider the relevance to key groups. 

11-12 

Limitations 20 
Discuss the limitations of the scoping review pro-

cess. 
12-13 

Conclusions 21 

Provide a general interpretation of the results with 

respect to the review questions and objectives, as 

well as potential implications and/or next steps. 

13 

FUNDING 

Funding 22 

Describe sources of funding for the included 

sources of evidence, as well as sources of funding 

for the scoping review. Describe the role of the 

funders of the scoping review. 

13 

Adapted from: [27].   
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laria Areas in Korea. [126] 

Lee J; Jin K; Ahn SK; Lee SK; Kwon HW; 

Na BK; Kim TS 
2021 

Epidemiological and ecological aspects related 
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glutamate dehydrogenase among Korean iso-

lates and its application in seroepidemiology. 
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Table S3. – Characteristics of Included Studies. 

Study ID Region  Study Design 
Total no. par-

ticipants 
No. antigens  

Antibody 

type 

Kim, 2004 [32] 
Thailand, Ko-

rea 
CS 306 1 IgG, IgM 

Coelho, 2007 [33] Brazil VS 103 1 IgG 

Sonaimuthu, 2015 

[34] 
DNS VS 215 1 IgG 

Kim, 2011 [35] Myanmar CS 100 1 IgG 

Na, 2007 [36] 
Korea, Myan-

mar 
CS 278 1 IgG 

McCaffery, 2021 

[29] 
United States CS 239 2 IgG 

Rogier, 2017 [67] Mali CS 805 1 IgG 

Priest, 2018 [37] Brazil Specificity study N/A 1 IgG 

Seol, 2017 [122] Korea CS 100 1 IgG 

Kattenberg, 2018 

[63] 
Vietnam CH 429 2 IgG 

Chang, 2004 [70] East Timor CS 210 2 IgG 

Lee, 2003 [101]  Korea CS 1014 1 IgG 

Lim, 2005 [48] Korea CS 1176 1 IgG 

Morais, 2005 [42] Brazil CS 354 1 IgG 

Park, 2000 [72] Korea CS 1713 3 IgG, IgM 

Kim, 2014a [68] Korea CS 1774 1 IgG 

Hristov, 2014 [64] Brazil CH 125 1 IgG 

Abu-Zeid, 2002 [73] 
United Arab 

Emirates 
CS 1006 3 IgG 

Cho, 2013 [66] Korea CS N/A 1 N/A 

Lee, 2011 [114] Korea CS 5797 1 IgG 

Yildiz Zeyrek, 2011 

[115] 
Turkey CS 195 4 IgG, IgM 

Volney, 2002 [49] Guinea CS 218 3 IgG 

Piperaki, 2015 [50] Greece CS 1057 2 IgG, IgM 

Kerkhof, 2015 [39] Cambodia CS 2000 7 IgG 

Nam, 2014 [57] 
Korea, India, 

Ugana 
VS 126 2 N/A 

Kerkhof, 2016b [38] Cambodia CS 8654 7 IgG 

Priest, 2016 [86] Cambodia CS 2154 1 IgG 

Bousema, 2010 [65] Somalia CS 1044 2 IgG 

Kim, 2014b [77] Korea CS 1774 1 IgG 

Lopez-Perez, 2016 

[62] 
Colombia DC 34 2 IgG 

Kim, 2012 [117] Korea CS 1547 N/A IgG 

Chen, 2015 [31] China CS 25 N/A IgG 

Nam, 2010 [40] Korea CS 911 2 IgG, IgM 

Arruda, 2007 [54] Brazil CS 1206 2 N/A 

Gomes, 2008 [61] Brazil CS 216 3 IgG 

Ladeia-Andrade, 

2007 [53] 
Brazil CS 473 1 IgG 

Curado, 2006 [52] Brazil CS 318 3 IgG, IgM 

Fru-Cho, 2014 [71] Cameroon CS 269 2 N/A 

Ashton, 2015 [112] Ethiopia CS 6609 2 IgG 

Wahid, 2016 [119] Pakistan CS 2522 2 N/A 

Cerruti Junior, 2007 

[95] 
Brazil CS 1842 N/A IgG, IgM 

Zakeri, 2016 [79] Iran CS 1479 2  x 



Zoghi, 2012 [55] Iran CS 1000 1 IgG 

Cook, 2010 [91] Vanuatu CS 1766 2 IgG 

Seck, 2020 [58] Senegal CS 1472 1 IgG 

Dewasurendra, 

2017 [80] 
Sri Lanka CS 1186 2 IgG 

Rosas-Aguirre, 2013

[78] 
Peru CS 2267 1 IgG 

Pereira, 2018 [74] Brazil CS 357 1 IgG 

Leonard, 2022 [100] Ethiopia CS 2279 3 IgG 

Lee, 2015 [102] Korea CS 1774 1 IgG 

Bannister-Tyrrell, 

2018 [46] 
Vietnam CS 186 2 N/A 

Lee, 2021 [126] Korea CS 3477 1 IgG 

Cook, 2012 [81] Cambodia CS 804 1 IgG 

Costa, 2020 [51] Brazil CS 462 1 IgG 

Baum, 2015 [6] Thailand CS 280 515 N/A 

O'Flaherty, 2021 

[83] 
Myanmar RCT 10857 1 IgG 

Suárez-Mutis, 2007 

[113] 
Brazil CS 109 1 IgG 

Spring, 2016 [89] Cambodia CH 222 1 IgG 

Culleton, 2009 [87] 
Republic of the 

Congo 
CS 409 2 IgG 

Baum, 2016 [8] Thailand CS 298 515 N/A 

Wangroongsarb, 

2016 [120] 
Thailand CS 1242 4 N/A 

Kim, 2003 [90] Korea CS 3262 5 IgG 

Idris, 2017 [88] Vanuatu CS 513 3 IgG 

Miguel, 2019 [123] Brazil CS 314 1 IgG 

Rosas-Aguirre, 2015

[75] 
Brazil CS 651 2 IgG 

Lu, 2020 [125] Bangladesh CS 1239 1 IgG 

Longley, 2021 [43] 
Thailand, Bra-

zil 
CH 1754 20 IgG, IgM 

Nyunt, 2018 [69] Myanmar CH 1182 3 IgG 

Chotirat, 2021 [9] Thailand CS 4255 23 IgG 

Sáenz, 2017 [7] Ecuador CS 648 2 IgG 

Cunha, 2014 [118] Brazil CS 1330 3 IgG 

Ghinai, 2017 [121] Myanmar CS 1638 1 IgG 

Surendra, 2019 

[103] 
Indonesia  CS 1624 2 IgG 

Feleke, 2019 [59] Ethiopia CS 180 1 IgG 

Rosado, 2021 [23] Peru VS 590 34 IgG 

Pires, 2018 [44] Brazil CH 102 4 IgG 

Niang, 2017 [92] Senegal 

Retrospective 

Serological 

Study 

48 1 IgG 

Monteiro, 2021 [60] Brazil 

Retrospective 

Serological 

Study 

416 1 IgG 

Yalew, 2017 [82] Ethiopia CS 7878 2 IgG 

Surendra, 2020 [76] Indonesia CS 9453 5 N/A 

Oviedo, 2022 [30] Haiti CS 24,559 1 IgG 

Kerkhof, 2016a [47] Cambodia CS 6502 2 IgG 

Edwards, 2021 

[105] 
Myanmar CS 11,653 2 IgG 

San, 2022 [127] Vietnam CS 3283 4 IgG 



Yao, 2022 [15] China CS 3064 3 N/A 

Keffale, 2019 [84] Ethiopia CS 1144 1 IgG 

Kim, 2010 [45] Myanmar CS 100 1 IgG 

Tadesse, 2017 [94] Ethiopia CS 845 2 N/A 

Poirier, 2016 [97] Benin CS 1234 2 IgG 

Khaireh, 2012 [116] Djibouti CS 1910 2 IgG 

Labadie-Bracho, 

2020 [124] 
Suriname CS 197 1 IgG 

Lee, 2020 [93] Korea CS 777 3 IgG 

Assefa, 2019 [85] Ethiopia CS 53,335 2 IgG 

Longley, 2020 [41] 
Thailand, Bra-

zil 
CH 65 342 IgG 

CS = cross-sectional, CH = cohort, VS = validation study, DC = descriptive study, N/A = not available. 


