pathogens IMDP1]

Supplemental table 3. Positively selected sites and omega values for the Jeju LOM strains.

Positively selected sites (aa position)

Homology Omega ("P>95%; “P>99%)

Group Strains

0,
nt/aa (%) value NEB: BEBb

JJOALOM-Tamra01
JJOSLOM-KSMO1

8-99.2 237,259, 577
JJ06LOM-JSY01 998982*_9999 4/ 0.14088 ] 3 ,2:694,15 ,
JJO7LOM-JSMO1 299,
JJO7LOM-JSG02

Jeju LOM strains
(2004-2007)

JJ14LOM-WSHO1
JJ16LOM-YYMO02
JJ16LOM-WSHO03
JJ16LOM-YJKO08
JJ17LOM-PYS03
JJ17LOM-KJS09
JJ17LOM-CCJ04
Jeju LOM strains  JJ17LOM-S]M06 98.2-99.4
(2014-2018) JJ17LOM-IGS07 /99.1-99.6
JJ17LOM-IGS08
JJ17LOM-LHH10
JJ17LOM-JS]12
JJ17LOM-HSJ13
JJ18LOM-KGS01
JJ1I8LOM-KYN02
JJ18LOM-PIC03

173, 176, 386,
0.16196 **564 564, 1337, 2676,
2988, 3605

aNaive Empirical Bayes (NEB) analysis; ? Bayes Empirical Bayes (BEB) analysis.
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