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Supplementary Figure S1.

Pellets of Elioraea tepida strain MS-P2T from a
liquid culture

Axenic culture of
Elioraea tepida MS-P2T

Supplementary Figure S1. Appearance of Elioraea tepida strain MS-P2". Appearance of Elioraea tepida strain MS-P2" cells in
liquid culture (a) and after centrifugation to form cell pellets (b). Cells exhibit the pinkish coloration due to the synthesis of BChl a and
carotenoids.



Supplementary Figure S2.
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Supplementary Figure S2. HPLC analysis of pigments extracted from Elioraea tepida strain MS-P2". The central panel shows a
portion of the elution profile monitored at 770 nm (blue line), 491 nm (red light) and 440 nm (black line). The absorbance spectra of
selected peaks are shown at the periphery (arrows). BChl a elutes at 42.5 min, BPheo a elutes at 50.3 min; spirilloxanthin elutes at
45.1 min; and 3,4-dehydrorhodopin elutes at 45. 8 min.



Supplementary Figure S3.

“‘“'P - Two-dimensional thin-layer chromatogram of the total polar
DPG lipids of strain MS-P2T.
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Supplementary Figure S3. Thin layer chromatogram of analyzing polar lipids of Elioraea tepida strain MS-P2". The identified
lipids are indicated at the right.
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Supplementary Figure S4. Phylogenetic trees based upon 16S rRNA sequences.

Phylogenetic trees based on 16S rRNA gene sequences constructed by the neighbor-joining (NJ) method (Figure S4a) and
maximum parsimony (MP) (Figure S4b) based on the Kimura 2-parameter model [48] showing the phylogenetic position of strain MS-

P27 within the order Rhodospirillales. Robustness of the trees was tested by bootstrapping (1000 and 100 resamplings for NJ and
MP, respectively, values >50 are given at the nodes). Bacillus subtilis IAM 121187 is used as outgroup. The scale bar represents

0.02 substitutions per site. Phylogenetic analyses were conducted in MEGA7 [47].



Supplementary Table S1.

Supplemental Table S1. Fatty acid composition of Elioraea species type strains.

Fatty Acid 'E. tepidiphila | 2E. thermophila | 3E. rosea | E. tepida
DSM17972" YIM 722977 PF-30AT | MS-P2T
14:0 0.3% - — _
15:0 iso - - - 7.8%
16:0 5.4% 12.6% 3.6% 12.3%
17:0 0.4% — 1.6% -
16:0 2-OH 1.9% 5.4% 2.7% -
18:1 w7c 19.0%* 30.1% 35.7% 9.9%
18:0 24.8% 35.8% 22.7% 30.0%
18:1 w7c 11-methyl 8.0% - 3.4% 22.0%
19:0 cyclo w8c 12.4% 4.2% 5.7% 13.0%
18:0 2-OH 0.6% 1.5% 2.7% -
18:0 3-OH 3.8% 2.5% 2.9% 4.7%
19:0 2-OH cyclo w8 (A11:12) 18.6% - 7.9% -

'Data are from references [12] and [13].

2Data are from reference [13].
3Data are from reference [18].
4The 18:1 w7c value for E. tepidiphila may also include 18:1 w6c, which could not be resolved.



