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The authors wish to make the following corrections to this paper [1].
A correction has been made to Table 1:

Table 1. Names and sequences of all the primers used in this project. Primers 200F and 525R are
taken from [51]. The other primers were designed using the online Primer-BLAST software (NCBI).
All reverse primers are in reverse complement.

Name Sequence (Forward) Name Sequence (Reverse)
heck f Primer Sequences for qPCR
check for
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McL tal. A ing t
cLennan et al. Assessing the Use o 4F Pmin CGTATACTGCGCTTTCGGGA 4R Pmin CACACAGAAACACACAAGCGT
Molecular Barcoding and qPCR for 5F Pmin CCTTTCCAGAACGCTTGTGTG 5R Pmin CTGGGCACTAGACAGCAAGG
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The authors apologize for any inconvenience caused and state that the scientific
conclusions are unaffected. The original publication has also been updated.

Reference

1.  McLennan, K,; Ruvindy, R.; Ostrowski, M.; Murray, S. Assessing the Use of Molecular Barcoding and qPCR for Investigating the
Ecology of Prorocentrum minimum (Dinophyceae), a Harmful Algal Species. Microorganisms 2021, 9, 510. [CrossRef] [PubMed]


http://doi.org/10.3390/microorganisms9030510
http://www.ncbi.nlm.nih.gov/pubmed/33670984

	References

