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Table S1. Indicator strains used in this study.

Indicator strains origin/reference

Bacillus velezensis Laboratory stock

Bacillus halotolerans Laboratory stock

Bacillus subtilis
Bacillus amyloliquefaciens
Bacillus fordii
Bacillus megaterium
Bacillus brevis
Bacillus cereus
Ralstonia solanacearum
Fusarium oxysporum.sp.cucumebrium Owen
Fusarium Verticillioides
Phytophthora capsici
Fusarium graminearum schw
Aspergillus niger Van Tiegh
Fusarium solani
Botrytis cinerea Pers.ex Fr

Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock
Laboratory stock




