APPENDIX

Supplementary Figures
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Supplementary Figure S1. Percentage contribution of Proteobacteria classes in the
mesocosms at T-1, TO, T3, T6 and T10 at the >0.2 um fraction (over the total Proteobacteria
reads). Delta- and Epsilonproteobacteria never exceeded 0.5 and 0.02% of the Proteobacterial
reads, respectively. C: control mesocosms, W: mesocosms where temperature was increased
by 3 °C (named after warming), OA: mesocosms where pH was decreased by 0.3 units

(named after ocean acidification), GH: mesocosms where temperature was increased by 3 °C

and pH was decreased by 0.3 units (hamed after greenhouse).




