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Figure S1. Unweighted pair group method with arithmetic mean (UPGMA) phylogenetic trees of the 67
tested cabbage Pectobacterium spp. isolates and virtual gel images depicting rep-PCR fingerprinting patterns
for each of the obtained isolate groups based on (A) BOX-PCR, (B) ERIC-PCR, (C) GTGs-PCR, and (D) REP-
PCR.



