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Supplementary Table S1. Sequences of primers used in this study.

Gene name

Forward primer (5°—3°)

Reverse primer (5°—3’)

[-actin
p28
EBI3
WSX-1
GP130
IL-12p40
IL-12p35
IL-10
IL-6

GGCTGTATTCCCCTCCATCG
CTGTTGCTGCTACCCTTGCTT
TGAGGTTCAGGGCTATGTCC
TCTGTCAGTTCCGGTACAAGG
GCAAGTGTTCTCAAGGTCCGAGTC
TGGTTTGCCATCGTTTTGCTG
CAATCACGCTACCTCCTCTTTT
CTTACTGACTGGCATGAGGATCA
TGAACAACGATGATGCACTTGCAG

CCAGTTGGTAACAATGCCATGT
CACTCCTGGCAATCGAGATTC
GAAGTGTGGTAGCGAGGAAG
GGTTCTGCATCTCAACAGGAGT
GTGCCAAGAGCATCCGCTGTAG
ACAGGTGAGGTTCACTGTTTCT
CAGCAGTGCAGGAATAATGTTTC
GCAGCTCTAGGAGCATGTGG
TAGCCACTCCTTCTGTGACTCCAG




Supplementary Table S2. Antibodies used for flow cytometry in this study.

Antibody Fluor Manufacturer
CD45 APC-Cy7 Biolegend
CD45 PerCP-Cy5.5 Biolegend
CDll1c APC Biolegend

MHC II PerCP-Cy5.5 Biolegend
CD40 PE-Cy7 Biolegend
CD80 PE Biolegend
CD86 PE-Cy7 Biolegend
Ly6G APC Biolegend

CD4 APC Biolegend
CD8 PerCP Biolegend
IFN-y PE-Cy7 Biolegend
IL-17A PE Biolegend
IL-4 PE Biolegend
CD11b FITC Biolegend
CD3 FITC BD Biosciences




Supplementary Table S3. The scoring of semi-quantitative pathological.

Score
0 Normal
Moderate and limited inflammatory granuloma
with less than 25% cell infiltration and no
1 obvious infiltration in adjacent alveolar septa or
air space
Moderate interstitial pneumonia with 25%-50%
2 cell infiltration and septal congestion and septal
edema
Inflammatory cells infiltrated into perivascular,
3 peribronchiolar, alveolar septa, and air space,
accounting for 50%-75% of the area
A Over 75% of the lung area infiltrated with

inflammatory cells
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Supplementary Figure S1. The flow cytometry gate strategy for the analysis of

» FSC-H

dendritic cells (DCs). Related to Figure 1. An animal model of C. muridarum
respiratory infection was induced by intranasally inoculating with 1>10% inclusion
forming units (IFUs) C. muridarum. The lung and spleen single-cells of wild-type (WT)
mice on days 0, 3, 7, and 14 post-infection (p.i.) were prepared. The pulmonary and
splenic DCs were detected by flow cytometry, with DCs presented as

CD45'CD11c*MHCII* cells.
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Supplementary Figure S2. Infiltrations of DC subsets in the spleen of WSX-1"
mice following Chlamydia muridarum (C. muridarum) respiratory infection. An
animal model of C. muridarum respiratory infection was induced by intranasally
inoculating with 1x10® inclusion forming units (IFUs) C. muridarum. The spleen single
cells of wild-type (WT) and WSX-1 deficient (WSX-17") mice on days 0, 3, and 7 post-
infection (p.i.) were prepared. The frequencies of two splenic DC subsets were detected
by flow cytometry, with ¢cDC1 characterized as CD8a" cells from spleen DCs (CD45"
CDl1lc" cells as described in Figure 1A), and cDC2 characterized as CD8a cells.
Representative flow cytometric images (A) and summaries of their percentages (B and
C) were shown. Data are represented as means &= SD from n = 3 - 4 per group,
representative of one of three independent experiments. Statistical significances of
differences are determined by two-way ANOVA followed by Sid&'s multiple

comparisons test.
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Supplementary Figure S3. Costimulatory molecules expression on CD8a* DCs in
the spleen of WSX-17- mice following C. muridarum respiratory infection. The

spleen single cells of WT and WSX-17- mice on days 0 and 7 p.i. were prepared. The



expression of costimulatory molecules CD40, CD80, and CD86 (shaded histogram)
with fluorescence minus one (FMO) control (solid lines) on splenic CD8a" DC subset
from WT and WSX-17- mice were analyzed by flow cytometry based on gated CD8a*
DCs as described in Supplementary Figure 1(A). Representative flow cytometric
images (A), summaries of their percentages (B), and mean fluorescence intensity (MFI)
(C) were shown. Data are represented as means = SD from n = 3 - 4 per group,
representative of one of three independent experiments. Statistical significances of
differences are determined by two-way ANOVA followed by Sidé&'s multiple

comparisons test. *P < 0.05, **P < 0.01.
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Supplementary Figure S4. Costimulatory molecules expression on CD8a DCs in

the spleen of WSX-17- mice following C. muridarum respiratory infection. The

spleen single cells of WT and WSX-17- mice on days 0 and 7 p.i. were prepared. The



expression of costimulatory molecules CD40, CD80, and CD86 (shaded histogram)
with fluorescence minus one (FMO) control (solid lines) on splenic CD8a” DC subset
from WT and WSX-17- mice were analyzed by flow cytometry based on gated CD8o
DCs as described in Supplementary Figure 1(A). Representative flow cytometric
images (A), summaries of their percentages (B), and mean fluorescence intensity (MFI)
(C) were shown. Data are represented as means = SD from n = 3 - 4 per group,
representative of one of three independent experiments. Statistical significances of
differences are determined by two-way ANOVA followed by Sidé&'s multiple

comparisons test. *P < 0.05, **P < 0.01.



