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Supplementary Figure 1: 2D multidimensional scale (MDS) plot and dendrogram analysis performed using the Bray-Curtis metrics calculated for the
top 100 and rare taxa across all samples of the study. (A) 2D MDS and (B) dendrogram analysis of the top 100 OTUs, and (C) 2D MDS and (D)
dendrogram analysis of the rare OTUs (non-top 100) determined across all samples of the study. The rarefied OTU table was pre-treated prior to
calculating the Bray-Curtis similarity, by standardizing each OTU by the total sequence count per sample (to reduce the large disparities between
samples), and then by log transforming the data transform to lessen the dominant contribution of highly abundant OTUs. The overlay of similarity
observed in the 2D MDS plots is shown as 40% and 60% Bray-Curtis similarity. Figure legends are shown in the 2D MDS plots, including the 2D Stress
values. Data was generated and plotted through PRIMER-6 software (Primer-E Ltd, Plymouth Marine Laboratory, Plymouth UK, v6.1.2)




