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Additional Table S1. Genome feature of the vB_KleS-HSE3 phage

Gene accession Direction  Nucleotide position Length (bp) Function Best match E-value Similarity
start end
gpl + 247 618 372 hypothetical protein Klebsiella phage vB_Kp3[ALJ98213.1] 7.00E-30 43%
gp2 + 825 1565 741 DNA methylase Klebsiella phage vB_Kp3[ALJ98156.1] 3.00E-171 91.08%
gp3 - 1737 3047 1311 hypothetical protein No hits
gp4 + 1785 2516 732 DNA methylase Klebsiella phage vB_Kp3[ALJ98158.1] 8.00E-172 92.12%
gpsS + 3171 3806 636 hypothetical protein Klebsiella phage vB_Kp3[ALJ98162.1] 8.00E-70 49.14%
gp6 + 3716 4087 372 hypothetical protein Klebsiella phage vB_Kp3[ALJ98163.1] 2.00E-59 77.35%
ap7 + 4084 4584 501 endopeptidase Klebsiella phage vB_Kp3[ALJ98164.1] 2.00E-70 80%
gp8 + 4581 5078 498 lysin Klebsiella phage vB_Kp3[ALJ98165.1] 2.00E-110 93%
oap9 - 5337 6035 699 hypothetical protein Klebsiella phage vB_Kp3[ALJ98167.1] 4.00E-118 7%
gpl0 - 6046 6282 237 hypothetical protein Klebsiella phage vB_Kp3[ALJ98168.1] 5.00E-34 71%
gpll - 6279 6644 366 hypothetical protein Klebsiella phage vB_Kp3[ALJ98169.1] 5.00E-59 71.28%
gpl2 - 6706 6927 222 hypothetical protein Klebsiella phage vB_Kp3[ALJ98170.1] 3.00E-42 88%
gpl3 - 6924 7292 369 hypothetical protein Klebsiella phage vB_Kp3[ALJ98171.1] 4.00E-45 65.34%
gpl4 + 7267 7605 339 hypothetical protein No hits
gpl5 - 7598 8080 483 hypothetical protein Klebsiella phage vB_Kp3[ALJ98173.1] 6.00E-46 51.48%
gplé - 8270 8608 339 hypothetical protein Klebsiella phage vB_Kp3[ALJ98175.1] 3.00E-64 81.60%
gpl7 - 8730 9116 387 hypothetical protein Klebsiella phage vB_Kp3[ALJ98178.1] 3.00E-35 54.45%
gpl8 - 9196 9414 219 hypothetical protein Klebsiella phage vB_Kp3[ALJ98179.1] 3.00E-38 83.33%
gp19 - 9425 11092 1668 DNA primase/helicase Klebsiella phage vB_Kp3[ALJ98180.1] 0 86%
gp20 + 9701 10108 408 hypothetical protein No hits
gp21 + 10221 10628 408 hypothetical protein No hits
gp22 - 11501 11704 204 hypothetical protein No hits
gp23 + 11648 11974 327 terminase small subunit  Klebsiella phage vB_Kp3[ALJ98181.1] 1.00E-61 82%
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Table S2. The core genes of the Klebsiella phage vB_KleS-HSE3, vB_Kp3, ATCEAS85, and 48ST307

Klebsiella phage

Klebsiella phage

Klebsiella phage Klebsiella phage

VB_KleS-HSE3  vB_Kp3 ATCEA85 4857307

gp40 ALJ98197.1 QGJ86737.1 AQN32343.1
gp43 ALJ98199.1 QGJ86735.1 AQN32344.1
gp45 ALJ98200.1 QGJ86780.1 AQN32345.1
gp47 ALJ98202.1 QGJ86778.1 AQN32337.1
gp53 ALJ98203.1 QGJ86775.1 AQN32349.1

Table S3. The core genes of the Klebsiella phage vB_KleS-HSE3, vB_Kp3, and ATCEA85

Klebsiella phage

Klebsiella phage

Klebsiella phage

vB_KleS-HSE3 vB_Kp3 ATCEA85

gpl ALJ98213.1 QGJ86766.1
gp2 ALJ98156.1 QGJ86765.1
gp4 ALJ98158.1 QGJ86764.1
gps5 ALJ98162.1 QGJ86763.1
gp7 ALJ98164.1 QGJ86762.1
gps ALJ98165.1 QGJ86761.1
gp9 ALJ98167.1 QGJ86760.1
gp10 ALJ98168.1 QGJ86755.1
gpll ALJ98169.1 QGJ86759.1
gp13 ALJ98171.1 QGJ86758.1
gp15 ALJ98173.1 QGJ86756.1
gp17 ALJ98178.1 QGJ86754.1
gp19 ALJ98180.1 QGJ86753.1
gp23 ALJ98181.1 QGJ86751.1
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Table S4. The genomic information of the Klebsiella phage used for the dot plotting analysis.

Genome Host Accession Length Location Classification Isolation source
Klebsiella phage Spivey K. pneumoniae MK630230.1 110,659 bp linear DNA USA Siphoviridae; Sugarlandvirus wastewater treatment plant
Klebsiella phage Sugarland K. pneumoniae MG459987.2 111,103 bp linear DNA USA Siphoviridae;Sugarlandvirus activated sludge from a
wastewater treatment plant
Klebsiella phage vB_Kpn_IME260 K. pneumoniae NC_041899.1 123,490 bp linear DNA China Siphoviridae; Sugarlandvirus -
Klebsiella phage KpGranit K. pneumoniae MN163280.1 122,710 bp linear DNA Israel Siphoviridae; Sugarlandvirus -
Klebsiella phage KPN4 K. oxytoca MN101228.1 108,916 bp linear DNA Australia Siphoviridae; Sugarlandvirus -
Klebsiella phage vB_KpnS_FZ41 K. pneumoniae MK521907.1 106,104 bp linear DNA Russia Siphoviridae; Sugarlandvirus sewage water
Klebsiella phage AmPh_EK80 K. pneumoniae MN434094.1 112,215 bp circular DNA  Australia Siphoviridae; Sugarlandvirus wastewater
Klebsiella phage JIPh_Kp127 K. pneumoniae MN434096.1 113,671 bp circular DNA  Australia Siphoviridae; Sugarlandvirus wastewater
Klebsiella phage phikO2 K. oxytoca NC_005857.1 51,601 bp linear DNA USA Siphoviridae -
Klebsiella phage 48ST307 K. pneumoniae KY271402.1 52,338 bp linear DNA Italy Siphoviridae -
Klebsiella phage ST846- K. pneumoniae MK416021.1 38,370 bp linear DNA Spain Siphoviridae -
OXA48phi9.1
Klebsiella phage 020009 K. pneumoniae CP038007.1 55,032 bp linear DNA China Siphoviridae -
Klebsiella phage ATCEA85 K. aerogenes MN656993.1 47484 bp circular DNA Korea Siphoviridae -
Klebsiella phage vB_KleS-HSE3 K. pneumoniae MTO075871 46747 bp linear DNA China Siphoviridae wastewater
Klebsiella phage vB_Kp3 K. pneumoniae KT367887.1 48,493 bp linear DNA Switzerlan  Siphoviridae wastewater plant
d
Klebsiella phage KPN N54 K. pneumoniae MF415413.1 59,100 bp circular DNA Korea Siphoviridae -
Klebsiella phage Seifer K. pneumoniae MH817999.1 58,197 bp linear DNA USA Siphoviridae. wastewater
Klebsiella phage K. pneumoniae MF476924.1 59,100 bp circular DNA Korea Siphoviridae -
YMC15/11/N53_KPN_BP
Klebsiella phage KPN U2874 K. pneumoniae MF415411.1 59,087 bp circular DNA Korea Siphoviridae -
Klebsiella phage KPN N137 K. pneumoniae MF415410.1 59,100 bp circular DNA Korea Siphoviridae -
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Klebsiella virus GML-KpColl K. pneumoniae MG552615.1 50,249 bp linear DNA Turkey Siphoviridae; Tunavirinae;  Kayseri municipal
Webervirus wastewater treatment plant

Klebsiella phage ST13- K. pneumoniae MK422451.1 84,199 bp linear DNA Spain Siphoviridae; Nickievirus -

OXA48phil12.3

Klebsiella phage YX3973 K. pneumoniae MK327140.1 46,907 bp linear DNA China Siphoviridae; Roufvirus medical sewage




