Supplementary Table S1. List of Rhodococcus genomes used in this study.

Type Size

Name strain? Assembly (Mb) GC%  Scaffolds Genes CDSs
R. aetherivorans BCP1 no GCA_000470885.1 6.23 70.3 3 5,713 5,495
R. aetherivorans IcdP1 no GCA_000982715.1 5.92 70.6 1 5,388 5,020
R. agglutinans CCTCC AB2014297 YES GCA_004011865.1 5.43 69.2 22 4,988 4,835
R. baikonurensis JCM 18801 no GCA_001311605.1 6.82 62.4 633 - -
R. biphenylivorans TG9 YES GCA_003288095.1 5.03 68 1 4,700 4,373
R. coprophilus NCTC 10994 YES GCA_900478115.1 458 66.8 1 4,222 4,081
R. corynebacterioides NBRC 14404 YES GCA_001894765.1 3.98 70.3 14 3655 3564
R. defluvii Call T YES GCA_000738775.1 5.13 68.7 267 4,693 4,535
R. enclensis 23b-28 no GCA_002744595.1 7.21 62.3 117 6828 6532
R. erythropolis 1159 no GCA_002091935.1 7.09 62.3 112 6629 6359
R. erythropolis ACN1 no GCA_002303875.1 7.24 62.3 92 6711 6479
R. erythropolis ATCC 15903 no GCA_003388635.1 7.24 62.4 86 6870 6512
R. erythropolis AV96 no GCA_002233715.1 6.44 62.4 45 6047 4918
R. erythropolis B7g no GCA_003444715.1 7.14 62.4 93 6696 6475
R. erythropolis BG43 no GCA_000975175.1 6.87 62.3 4 6396 6233
R. erythropolis CAS922i no GCA_001020225.1 7.20 62.3 108 6727 6496
R. erythropolis CCM2595 no GCA_000454045.1 6.37 62.5 2 5895 5776
R. erythropolis DN1 no GCA _000454425.1 6.55 62.4 78 6152 5629
R. erythropolis IEGM 267 no GCA_001900745.1 7.18 62.3 231 6745 6481
R. erythropolis JCM 3201 YES GCA_003990875.1 6.65 62.4 3 6150 5976
R. erythropolis JCM 6824 no GCA_000747745.1 7.02 62.3 198 6608 6372
R. erythropolis JCM 9803 no GCA_001312725.1 6.87 62.3 212 - -
R. erythropolis JCM 9804 no GCA_001313245.1 6.55 62.4 260 6309 3200
R. erythropolis JCM 9805 no GCA_001312745.1 6.96 62.4 235 6669 4261
R. erythropolis M12 no GCA_001766885.1 7.18 62.3 123 6765 6533
R. erythropolis NCTC8036 no GCA_900455855.1 6.55 62.4 3 6044 5886
R. erythropolis NRRL B-16532 no GCA_000719985.1 6.94 62.4 160 6522 6300
R. erythropolis NSX2 no GCA_001715845.1 6.28 62.4 37 5820 5692
R. erythropolis PR4 no GCA_000010105.1 6.90 62.3 4 6491 6321
R. erythropolis R138 no GCA_000696675.2 6.81 62.3 3 6301 6130
R. erythropolis S-43 no GCA_000830355.1 6.81 62.2 533 6678 3687
R. erythropolis SK121 no GCA_000174835.1 6.79 62.5 124 6369 6158
R. erythropolis VSD3 no GCA_001831305.1 6.55 62.4 38 6064 5659
R. erythropolis XP no GCA_000225665.2 7.23 62.3 9 6826 6569
R. fascians 02-815 no GCA_000760835.1 6.24 64.4 30 5817 5674
R. fascians 02-816¢c no GCA_000760855.1 6.08 64.6 45 5830 5674
R. fascians 04-516 no GCA_000760685.1 5.82 64.3 23 5472 5315
R. fascians 05-339-1 no GCA_000760895.1 5.73 64.7 21 5454 5307
R. fascians 05-561-1 no GCA_000760875.1 5.61 64.5 30 5311 5187
R. fascians 14-2632c-1 no GCA_002259325.1 5.95 64.4 41 5639 5477
R. fascians 14-2632-D2 no GCA_002259295.1 5.93 64.4 44 5621 5459
R. fascians 15-508-1b no GCA_002258705.1 5.95 64.4 41 5637 5478
R. fascians A2 no GCA_002259505.1 5.97 64.4 44 5662 5500
R. fascians A21d2 no GCA_000760905.1 5.98 64.1 30 5624 5470
R. fascians A22b no GCA_000759005.1 591 64.3 67 5574 5354
R. fascians A25f no GCA_000760935.1 5.87 64.2 17 5551 5404
R. fascians A3b no GCA_000760675.1 6.03 64.3 34 5758 5579
R. fascians A44A no GCA_000760735.1 5.95 64.6 9 5564 5416
R. fascians A73a no GCA_000760755.1 5.93 64.4 23 5489 5333
R. fascians A76 no GCA_000760955.1 6.03 64.6 29 5709 5566
R. fascians A78 no GCA_000760775.1 6.00 64.4 41 5659 5503
R. fascians B3 no GCA_002259465.1 5.93 64.4 46 5621 5461
R. fascians D188 no GCA_001620305.1 5.50 64.6 3 5149 5015
R. fascians F7 no GCA_001037935.1 5.25 64.7 21 4929 4819
R. fascians GIC26 no GCA_000760795.1 5.33 64.5 49 4991 4831
R. fascians GIC36 no GCA_000760815.1 5.56 64.5 46 5232 5060
R. fascians LMG 3602 no GCA_000760995.1 5.36 64.6 25 5113 4961
R. fascians LMG 3605 no GCA_000761015.1 5.44 64.6 28 5123 4976
R. fascians LMG 3616 no GCA_000761035.1 5.76 64.4 42 5455 5283
R. fascians LMG 3623 YES GCA_000761055.1 5.77 64.4 30 5427 5271
R. fascians LMG 3625 no GCA_000761075.1 5.94 64.2 17 5719 5576
R. globerulus NBRC 14531 YES GCA_001894805.1 6.74 61.7 30 6231 6054
R. globerulus WS3306 no GCA_003097035.1 6.77 61.7 2 6220 5996
R. gordoniae NCTC13296 YES GCA_900455725.1 487 67.9 3 4,458 4,287
R. hoagii 103S no GCA_000196695.1 5.04 68.8 1 4,649 4,540
R. hoagii ATCC 33707 no GCA_000164155.2 5.26 68.7 1 4,899 4,775
R. hoagii DSM 20295 YES GCA_001646645.1 497 68.8 279 4,757 4,427
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GCA _001297885.1
GCA_003350365.1
GCA_001652355.1
GCA _003313445.1
GCA_001029585.1
GCA_000333955.1
GCA_000954115.1
GCA_002079265.1
GCA_001748445.2
GCA_000813105.1
GCA_002215235.1
GCA_005434945.1
GCA_000801125.1
GCA_001942265.1
GCA_001976025.1
GCA_000263875.1
GCA_002887785.1
GCA_001647205.1
GCA_001647185.1
GCA _001647195.1
GCA_001647175.1
GCA_000382865.1
GCA _003336925.1
GCA_001312925.1
GCA_002501585.1
GCA_001651055.1
GCA_001017865.1
GCA_001312645.1
GCA _001312665.1
GCA_000482405.1
GCA_000280725.1
GCA _001445685.1
GCA_005938745.1
GCA_003852455.1
GCA _001583455.1
GCA_001426145.1
GCA_001426165.1
GCA _001426185.1
GCA_001426065.1
GCA_001426085.1
GCA_001425985.1
GCA_004011835.1
GCA_004011825.1
GCA_004364595.1
GCA_004363395.1

5.78
5.87
5.92
6.20
5.98
6.24
6.21
5.78
6.03
6.12
6.26
5.48
5.58
5.60
6.34
6.44
6.68

4.86

5.10
10.06
7.07
10.89
6.79
6.45
7.08
5.86
7.26
6.75
6.30
5.64
534
7.02
5.50
5.50
5.56
4.40
534
5.80
6.93
9.11
6.21
6.99
5.35
594
5.35
6.63
5.61
5.89
6.50
5.75
6.29
6.34
6.28
5.29
9.18
7.00
7.85
6.95
10.75
471
5.53
4.53
471
5.72
454
3.97
3.71
7.42
7.42

64.3
64.6
64.8
64.3
64.5
64.3
64.5
64.6
64.1
64.6
62.5
64.5
64.6
67.5
62.6
61.8
62.4

68.2

66.4
66.9
61.6

61.7
61.8
62.3
68.2
62.4
62.4
62.4
64.1
64.9
62.3
68.7
64.4
68.1
69.1
67.7
63.9
62.3
67.1
70.3
62.4
64.8
63.5
64.8
70.1
65.1
65.4
62.5
67.5
67.3
65.3
65.3
64.5

62.5
59.5
62.4
66.6
68.3
64.5
67.1
68.4
64.1
67.1
66.5
66.5
62.2
62.2

5421
5464
5683
5855
5614
5894
5896
5393
5726
5738
5884
5156
5250
5,256
5935
5988
6253

4,504

4,572
9,292
6475
10,089
6252
5957
6602
5,585
6833
6352
5946
5384
5018
6533
5,155
5547
5,092

5,047
5645
6535
8,611
5,819
6928
5363
5840
5366
6,081
5236

6122
5,432
6,123

4968
8,610
6578
8118
6405
10,008
4402
5209
4241
4412
5386
4244
3,607
3,373
6969
6967

5292
5295
5510
5646
5438
5679
5732
5269
5587
5577
5718
4989
5102
4,930
5735
5762
6069

4,250

4,381
8,798
6269
9,459
6070
5787
6389
5,258
6556
6149
5730
5101
4875
6362
5,012
4101
4,924

4,651
3966
6356
7,954
5171
6120
4773
5203
4750
5,747
5079

5979
5,103
2,676

4848
8,073
6348
7831
6206
9,213
4274
5089
4119
4293
5215
4120
3,453
3,243
6671
6671



Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.

M8
MEBO064
MTM3WS5.2
NCIMB 12038
NEAU-CX67
NJ-530
OK269
OK270
OK302
OK519
OK551
OK611

P1Y

p27

p52
PAMC28705
PAMC28707
PBTS 1
PBTS 2
PMG 084
PMG 254
PMG 259
PML026

Q1

R04

R1101
RD6.2
RS1C4
S2-17
SBT000017
SC4

UNC23MFCrubl.1

Rhodococcus sp.

UNC363MFTsu5.1

Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
Rhodococcus sp.
. triatomae BKS 15-14

. triatomae DSM 44892

. tukisamuensis JCM 11308

. wratislaviensis C31-06

. wratislaviensis IFP 2016
wratislaviensis NBRC 100605
. wratislaviensis NCTC 13229

. wratislaviensis WS3308

. yunnanensis NBRC 103083

. zopfii NBRC 100606

DDVDOVDDOVDODODODDODOD

WAY2
WB1
WMMA185
WWJCD1
X156
YH3-3
YL-0

YL-1

no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no
no

no

no

no
no
no
no
no
no
no
no
no
YES
YES
no
no
YES
no
no
YES
YES

GCA_001890475.2
GCA_000834565.1
GCA_001984015.1
GCA_002165735.1
GCA_005049235.1
GCA_003860625.1
GCA_003386655.1
GCA_900215125.1
GCA_002245895.1
GCA_003051005.1
GCA_003387295.1
GCA_003050885.1
GCA_003641205.1
GCA_000454285.1
GCA_000763325.2
GCA_004795875.1
GCA_004795915.1
GCA_001620025.1
GCA_001620005.1
GCA_004296005.1
GCA _004211705.1
GCA_004211695.1
GCA_000963615.1
GCA_004153645.1
GCA_000219395.2
GCA_000278445.1
GCA_001040705.1
GCA_002258225.1
GCA _003130705.1
GCA_003688915.1
GCA_001555475.1

GCA_000686025.1

GCA_000686785.1

Unpublished
GCA_001700945.1
GCA_001767395.1
GCA_002258735.1
GCA_004006015.1
GCA_001653035.1
GCA_002165495.1
GCA_001942025.1
GCA_000341795.1
GCA _900099725.1
GCA _900101735.1
GCA _003851765.1
GCA_000325625.1
GCA_000583735.1
GCA_900455735.1
GCA_003385055.1
GCA_001895005.1
GCA _001895025.1

6.32
4.66
5.67
9.27
5.37
7.32
6.08
5.73
6.79
5.28
7.02
5.73
5.87
6.26
541
4.73
4.73
4.25
5.32
2.78
6.90
8.47
5.18
4.97
8.84
4.65
5.57
5.92
8.01
5.65
10.57

4.70

5.67

8.44
6.15
4.44
5.86
3.72
7.32
7.23
7.59
5.82
4.73
5.49
9.54
9.69
10.40
7.78
7.84
6.37
6.30

63.9
68.2

13
81

109

5,746
4373
5,165
8,498

6899
5706
5,356
6315
4,895
6570
5,349
5453
5956
5,076
4302
4307
3918
4985
2,931
6323
8,392
4840
4,552

4,606
5,089
5558
7,531
5399
9,793

4394

5,257

8,236
5,565
4014
5505
3504
6967
6800
7109
5,340
4,430
4,976
8,914
9,777
9,514
7,174
7,200
5826
5,848

5,561
4239
4,272
8,035

6491
5522
5,143
5976
4,727
6314
5,147
5253
4982
4,753
4117
4122
3793
4864
2,620
6103
7,409
4694
4,367

3,765
4,947
5415
6,877
5169
9,118

4258

5,079

7,631
5,390
3885
5352
3389
6613
6548
6887
5,183
4,297
4,759
8,364
8,187
8,883
6,835
6,890
5650
5,575




