
# Breed (species) Geographical 

origin 

NCBI 

accession 

number 

Haplogroup Reference 

1 Girgentana Italy KR059177 A Colli et al., 2015 

2 Mati Albania KR059146 A Colli et al., 2015 

3 Muzhake Albania KR059170 A Colli et al., 2015 

4 Swiss Alpine Switzerland KR059181 A Colli et al., 2015 

5 Verata Spain KR059168 A Colli et al., 2015 

6 Laos Laos AB044303 B Mannen et al., 

2001 

7 Malaysia Malaysia KR059220 B Colli et al., 2015 

8 Bezoar goat 

(Capra aegagrus) 

Iran KR059219 B Colli et al., 2015 

9 Payoya Spain KR059225 C Colli et al., 2015 

10 Kyrgyzstan Kyrgyzstan KR059212 D Colli et al., 2015 

11 Bezoar goat 

(Capra aegagrus) 

Iran KR059210 D Colli et al., 2015 

12 Bezoar goat 

(Capra aegagrus) 

Iran KR059226 F Colli et al., 2015 

13 Kermanshah Iran KR059213 G Colli et al., 2015 

14 Khalkhali Iran KR059218 G Colli et al., 2015 

15 Bezoar goat 

(Capra aegagrus) 

NA NC_028161 G Unpublished 

(Zhang) 

16 Caucasian tur 

(Capra caucasica) 

NA NC_020683 Outgroup Hassanin et al., 

2012 
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