Table S1. Primers used to amplify exons and splicing regions of the feline GAA gene.

Exon

Length

Amplicon

o, Name Primer Sequence (5'—3") (mer) GC (%) Tm(<¥) (bp) Ta (€)
1 UTR Not sequenced
fGAA-E2a-F ATTGGCGTGAGTCCCCTGAG 20 60 55.9 344 57
fGAA-E2a-R AGCTGCTCTGGGACTGCCGT 20 65 57.9
fGAA-E2a-F2 CGGCCCTTCTCTCAGCA 17 65 57 292 58
fGAA-E2a-R2 TCGATAAAGCCCCTCAGCT 19 50 57
fGAA-E2b-F GGGCTTTATCGAGCTCGCCA 20 60 55.9 364 58
’ fGAA-E2b-R GCACGTCCAGGCGTAAGGTCA 21 62 58.3
fGAA-E2b-F2 GCTCCATGATTTCTTGCTG 19 45 55 219 56
fGAA-E2b-R2 ACACTGCTCCTGGGTGA 17 58 55
fGAA-E2c-F AGCTGCACAACCTGACCACCA 21 57 56.3 251 57
fGAA-E2c-R GACTCCCCGTGAAGGCACAA 20 60 55.9
fGAA-E2c-F2 CCCAACAGCCGCTTCGAC 18 63 60.8 249 59
fGAA-E2c-R2 GGCGTAAGGTCAAGATGTCC 20 55 60.5
fGAA-E3-F CTCCTGGAGGGTGAGGAAG 20 63 55.4 328 56
fGAA-E3-R CAGGATCGCTGTGTATGGTG 20 55 53.8
3 fGAA-E3a-F2 CTCCTGGAGGGTGAGGAA 18 63 58.4 183 58
fGAA-E3a-R2 CTGGAGGTCCACGCTGTA 28 55 58.4
fGAA-E3b-F2 CTCATCCACACTTTACAGCG 20 55 58.4 175 58
fGAA-E3b-R2 ATCGCTGTGTATGGTGGAGT 20 55 58.4
4 fGAA-E4-F CGTCAGTGCATCACCGTGGTG 21 62 58.3 343 53
fGAA-E4-R CGTTAGCAGCCTCACCCACATG 22 59 58.6
5 fGAA-E5-F GTACAAGGGGCAGTGAAGACG 21 57 56.3 257 57
fGAA-E5-R CTGGCCTGGGAGCTCAGAAG 20 65 57.9
fGAA-E6-F AGCAGGCTGTGGATTGGTGGC 21 62 58.3 343 58
6 fGAA-E6-R CGGCATGAATGGGGAGCCTG 20 65 57.9
fGAA-E6-F2 CAGTATGGGGCGCAGGGAT 18 61 60.8 282 60
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Tm: Melting temperature (salt adjusted), Ta: Annealing temperature used.



