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Abstract:



Activating epidermal growth factor receptor (EGFR) mutations in metastatic non-small cell lung cancer (NSCLC) are associated with a high response rate to EGFR tyrosine kinase inhibitor (TKI). The current guidelines recommend routine EGFR mutational analysis prior to initiating first line systemic therapy. The clinical characteristics including smoking status, histologic type, sex and ethnicity are known to be associated with the incidence of EGFR mutations. We retrospectively analyzed 277 patients with metastatic NSCLC within Kaiser Permanente Northern California (KPNC); among these patients, 83 were positive for EGFR mutations. We performed both univariate and multivariable logistic regressions to identify predictors of EGFR mutations. We found that histologic grade was significantly associated with the incidence of EGFR mutation, regardless of ethnicity, sex and smoking status. In grade I (well differentiated) and II (moderately differentiated), histology was associated with significantly higher incidence of EGFR mutations compared to grade II–III (moderate-to-poorly differentiated) and III (poorly differentiated). Ever-smokers with grade III lung adenocarcinoma had 1.8% incidence of EGFR mutations. This study indicates that histologic grade is a predictive factor for the incidence of EGFR mutations and suggests that for patients with grade II–III or III lung adenocarcinoma, prompt initiation of first-line chemotherapy or immunotherapy is appropriate while awaiting results of EGFR mutational analysis, particularly for patients with history of smoking.
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1. Introduction


The discovery of classic epidermal growth factor receptor (EGFR)-activating mutations more than a decade ago changed the treatment landscape for patients with metastatic non-small cell lung cancer (NSCLC) [1,2]. In North America, approximately 10–15% of cases of metastatic NSCLC harbor the classic EGFR-activating mutation [3,4,5]. Four clinical features are associated with higher probability of EGFR mutation: never-smoker, adenocarcinoma, female and Asian descent [3,6,7,8]. Erlotinib, afatinib and gefitinib are EGFR tyrosine kinase inhibitors (TKIs), approved as first line therapy for mutation-positive patients [9,10,11].



The current National Comprehensive Cancer Center Network (NCCN) guidelines recommend routine EGFR mutational analysis to determine whether a patient should be given a TKI or systemic chemotherapy as first line therapy [12]. However, the wait-time for the result of EGFR mutational analysis may be significant especially for those patients who are symptomatic with high tumor burden and require timely initiation of systemic therapy. A 2016 study showed that time-to-treatment (TTT) from first medical oncology visit was 34 days, improved to 22 days even after reflex testing of EGFR mutational analysis was implemented [13]. A study from Canada showed that median TTT from the diagnosis of lung cancer to the initiation of treatment was 32 days and that the patients whose treatment was not initiated within 30 days had significantly worse survival compared to the patients whose treatment was initiated within 30 days [14]. Estimating the incidence of EGFR mutation using existing clinical characteristics could be valuable in facilitating decision making as to whether systemic chemotherapy or TKI should be started while awaiting the result of EGFR mutation analysis, hence shortening the TTT, and improving patient outcome. In this study, we aimed to determine if histologic grade could be a valuable clinical factor for estimating the incidence of EGFR mutation in addition to the previously established clinical characteristics, hence guiding clinical decision making.




2. Materials and Methods


2.1. Study Population


This retrospective cohort study was conducted at Kaiser Permanente Northern California (KPNC), a large integrated health care delivery system caring for more than 4 million members who are broadly representative of the local and statewide population, and approved by the Kaiser Permanente Internal Review Board (CN12-MPan-01-H). We identified the KPNC members diagnosed with relapsed or metastatic non-small cell lung cancer (NSCLC) from a laboratory database of the patients whose tumor was tested for EGFR mutation between 2004 and 2012. The EGFR mutational analysis was performed by either Quest Diagnostics (Madison, NJ, USA) or Mayo Clinic Laboratory (Rochester, MN, USA) on a core biopsy, a lobectomy specimen, or in a few cases on cytology block prepared from malignant pleural fluid. The histologic type and grade were retrieved by reviewing the pathology report in the electronic health record (EHR). The pathology reporting was based on the 2004 World Health Organization (WHO) of lung tumors and the American Joint Committee on Cancer (AJCC) version 6 (approved by the College of American Pathologists, CAP) [15,16]. The grading criteria was mainly based on the architecture and cytologic atypia. Low grade (grade I or well-differentiated) was defined as predominantly non-solid architecture with mild cytologic atypia, intermediate grade (grade II or moderately differentiated) was defined as mixed solid pattern and non-solid pattern with moderate cytologic atypia, and high grade (grade III or poorly differentiated) was defined predominantly solid pattern with severe atypia. The moderately to poorly differentiated (grade II to III) was defined as more than half of solid pattern but less than being predominant (less than 90%) and with severe cytologic atypia. Gender, age, race, membership status, date of death, and erlotinib prescriptions were retrieved from the EHR. Erlotinib use was defined as having at least one prescription after diagnosis. The date of study entry was the date of metastatic or relapsed NSCLC definitively confirmed by an imaging study, biopsy, or cytology from pleural effusion. Patients were followed until death or leaving plan membership permanently with censoring at 36-month post-diagnosis.




2.2. Statistical Methods


Demographic and clinical characteristics were tested for association with the EGFR mutation. Categorical variables were evaluated using frequencies and proportions, and associations were tested with Chi-Square and Fisher’s exact test. Medians with 1st and 3rd quartiles [Q1, Q3] were used to describe continuous but non-normally distributed data, and Mann-Whitney U-tests were used for comparisons. We performed both univariate and multivariable logistic regressions to identify predictors of EGFR mutation. All factors that were found significant in the univariate logistic regressions were included in the multivariable logistic regression. Odds ratios and 95% confidence intervals were calculated along with likelihood ratio tests for associated p-values. We utilized the Kaplan-Meier product limit method to calculate overall survival (OS) stratified by EGFR status at 12, 24 and 36 months. The log-rank test was used to compare the survival functions. All tests were two-sided with statistical significance at a p-value < 0.05. All statistical analysis was performed using SAS 9.3 (SAS Institute, Cary, NC, USA). The Northern California Kaiser Foundation Research Institute’s Institutional Review Board approved this study with waiver of consent.





3. Results


3.1. Incidence of EGFR Mutation by Clinical Characteristics


We reviewed 293 cases from our regional laboratory database that recorded the testing of EGFR mutations from 2004 to 2012. We excluded 16 cases who had stage I–IIIA disease without evidence of relapse from the analysis. We determined that 277 cases met the inclusion criteria: metastatic (stage IV) NSCLC at the time of diagnosis or relapsed disease after initial definitive treatment (surgery, chemotherapy and radiation). Most cases were metastatic at presentation (91%) and diagnosed between 2008 and 2012 (95%).



Among the 277 cases, 194 tested negative and 83 tested positive for EGFR mutations. The difference in distributions of age at stage IV diagnosis for patients without EGFR mutations when compared to patients with EGFR mutation approaches statistical significance (Median 69 vs. 64, p = 0.07, Table 1). A larger proportion of female patients had an EGFR mutation compared to males, but this was also not statistically significant (Table 1).



Table 1. Incidence of epidermal growth factor receptor (EGFR) mutation by clinical characteristics.







	
Clinical Characteristics

	
EGFR Mutation Negative N = 194

	
EGFR Mutation Positive N = 83

	
Total N = 277 (%)

	
p Value






	
Age Median (IQR)

	
69.0 (61.0, 76.0)

	
64.0 (55.0, 75.0)

	
67.0 (60.0, 76.0)

	
0.07 *




	
Gender N (%)




	
Male

	
89 (73.5)

	
32 (26.5)

	
121 (43.7)

	
0.26




	
Female

	
105 (67.3)

	
51 (32.7)

	
156 (56.3)




	
Race/Ethnicity N (%)




	
Asian

	
42 (48.8)

	
44 (51.2)

	
86 (31.1)

	
<0.0001




	
White

	
140 (79.6)

	
36 (20.5)

	
176 (63.5)




	
Black

	
12 (80.0)

	
3 (20.0)

	
15 (5.4)




	
History of Smoking N (%)




	
Ever-smoker

	
130 (87.8)

	
18 (12.2)

	
148 (53.4)

	
<0.0001




	
Never-smoker

	
39 (45.4)

	
47 (54.7)

	
86 (31)




	
Unknown

	
25 (58.1)

	
18 (41.9)

	
43 (15.5)




	
Histologic Type N (%)




	
Adenocarcinoma

	
163 (67.4)

	
79 (32.6)

	
242 (87.4)

	
0.07 **




	
Squamous

	
19 (90.5)

	
2 (9.5)

	
21 (7.6)




	
Adenosquamous

	
3 (75.0)

	
1 (25.0)

	
4 (1.4)




	
Pure lepedic pattern

	
3 (75.0)

	
1 (25.0)

	
4 (1.4)




	
Unknown

	
6 (100)

	
0 (0.0)

	
6 (2.2)




	
Histologic Grade




	
Grade I

	
35 (61.4)

	
22 (38.6)

	
57 (20.6)

	
<0.0001




	
Grade II

	
59 (63.4)

	
34 (36.6)

	
93 (33.6)




	
Grade II–III

	
14 (93.3)

	
1 (6.7)

	
15 (5.4)




	
Grade III

	
86 (88.7)

	
11 (11.3)

	
97 (35)




	
Unknown

	
0 (0)

	
15 (100)

	
15 (5.4)








All tests are Chi-Square unless otherwise noted. * Mann-Whitney U-test ** Fishers Exact Test. IQR: Interquartile Range.








The Asian population showed a significantly higher incidence of EGFR mutation on univariate analysis (51.2% versus 20.5% for White and 20.0% for Black, Table 1). In addition, smoking history had a significant impact on the incidence of EGFR mutation in both univariate analysis (p < 0.0001, Table 1), as ever-smokers had a 12.2% incidence of EGFR mutation compared to 54.7% for the never-smokers. Among the histologic types, adenocarcinoma was associated with a significantly higher incidence of EGFR mutation on univariate analysis (p = 0.02, Table 1). One out of four cases of adenosquamous carcinoma were positive for EGFR mutation (Table 1); this patient tested positive for exon 21 mutation (L858R) and was given 150 mg erlotinib for only 50 days, experienced initial symptomatic improvement but then rapidly deteriorated, and was enrolled into hospice care and expired shortly thereafter.



We analyzed the association between EGFR mutation and histologic grade and found that patients with grade I and II NSCLC were three-times more likely to harbor EGFR mutations compared to that of grade II–III and III. For the patients with grade I and II, the incidence of EGFR mutation was 38.6% and 36.6% respectively, compared to 6.7% for the patients with grade II–III and 11.3% for grade III histology (p < 0.0001, Table 1).



In multivariable analysis, the difference of incidence of EGFR mutation between sex remained statistically not significant (Table 2). The Asian decent population showed significant higher incidence of EGFR mutation by crude and adjusted analysis (p < 0.01 and p = 0.05, Table 2), with crude odds ratio (OR) of 4.1 and adjusted OR of 3.4 (both p < 0.01, Table 2). There were some differences in the incidence of EGFR mutation among different age groups but this was not statistically significant (Supplemental Table S1). The majority of the EGFR mutations were exon 19 deletions and exon 21 L858R point mutations, and there was no significant difference across grades related to the specific mutations (Supplemental Table S2).



Table 2. Logistic regression of variables predicting of positive EGFR mutation.







	
Clinical Characteristics

	
Crude OR (95% CI)

	
p-Value

	
Adjusted OR (95% CI)

	
p-Value






	
Patient Sex

	

	

	

	




	
Male

	
REF

	

	

	




	
Female

	
1.4 (0.8, 2.3)

	
0.26

	
--

	
--




	
Age at Stage IV diagnosis

	

	

	

	




	
Increase of 5 years

	
0.9 (0.8, 1.0)

	
0.08

	
--

	
--




	
Race

	

	

	

	




	
White

	
REF

	

	

	




	
Asian/ Pacific Islander

	
4.1 (2.3, 7.1)

	
<0.01

	
3.4 (1.7, 6.9)

	
0.05




	
Black

	
1.0 (0.3, 3.6)

	
0.27

	
1.5 (0.3, 8.6)

	
0.82




	
Smoking Status

	

	

	

	




	
Never smoked

	
8.7 (4.6, 17.0)

	
<0.01

	
8.1 (3.7, 17.5)

	
<0.01




	
Ever smoked

	
REF

	

	

	




	
Histology

	

	

	

	




	
Adenocarcinoma

	
3.8 (1.3, 11.0)

	
0.02

	
4.9 (1.0, 24.8)

	
0.06




	
Other

	
REF

	

	

	




	
Histology Grade

	

	

	

	




	
I and II

	
5.0 (2.5, 9.8)

	
<0.01

	
4.7 (2.1, 10.5)

	
<0.01




	
II–III and III

	
REF

	

	

	








All tests are Wald Chi-Square. CI: confidence interval; OR: odds ratio. REF: Reference cohort.








In multivariable analysis, compared to other histologies, adenocarcinoma was associated with borderline higher incidence of EGFR mutation, with crude OR of 3.8 (p = 0.02) while adjusted OR of 4.9 but only approaching statistical significance (p = 0.06, Table 2). The association of grade and the incidence of EGFR mutation remains highly significant in multivariable analysis, with crude OR of 5.0 and adjusted OR of 4.7 (both p = 0.01, Table 2). No histologic grade was reported in 15 cases that were positive for EGFR mutations; all these cases were diagnosed based on cytology from pleural fluid. Two out of 21 cases (9.5%) with metastatic squamous cell lung carcinoma tested positive for EGFR exon 19 deletion. One was an ever-smoker and one a never-smoker; however, the number of cases is too small to make a conclusion.




3.2. Histologic Grade Is a Predictive Factor for the Incidence of EGFR Mutation


Asian descent, female sex, adenocarcinoma histology and never-smoking status are established clinical characteristics that are associated with higher incidence of EGFR mutation, compared to non-Asian descent, male sex, squamous cell carcinoma and ever-smokers. To determine if histologic grade can be an additional predictive factor for patients with metastatic lung adenocarcinoma, we analyzed the incidence of EGFR mutations against these established clinical characteristics. We first looked at the ethnicity and then further defined the mutation incidence by histologic grade. As shown in Table 3, for the patients of Asian descent with grade I and II lung adenocarcinoma, the incidence of EGFR mutations was 60.9%, compared to 26.9% for the patients of Asian descent with grade II–III and III histology, a more than two-fold difference (p = 0.006). For the non-Asian population (White and Black) with grade I and II histology, the incidence of EGFR mutation was 28.0%, compared to 7.8% for grade II–III to III, a more than three-fold difference (p = 0.001). These data indicate that histologic grade is a valuable clinical factor for estimating the incidence of EGFR mutation in both Asian and non-Asian populations with metastatic lung adenocarcinoma.



Table 3. Incidence of EGFR mutation by histologic grade and ethnicity in metastatic lung adenocarcinoma.







	
Ethnicity

	
Asian

	
Non-Asian




	
Grade

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value

	
Grade

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value






	
I and II

N = 46 (%)

	
18 (39.1)

	
28 (60.9)

	
0.006

	
I and II

N = 93 (%)

	
67 (72.0)

	
26 (28.0)

	
0.002




	
II–III and III

N = 26 (%)

	
19 (73.1)

	
7 (26.9)

	
II–III and III

N = 64 (%)

	
59 (92.2)

	
5 (7.8)








All tests are Chi-Square.








We further tested the value of histologic grade as a predictive factor of the incidence of EGFR mutations in female patients with lung adenocarcinoma. As shown in the left upper panel of Table 4, the incidence of EGFR mutations in female patients with grade I and II histology was 60.9% for Asian descent, compared to 30.9% for non-Asian descent (p = 0.01). The incidence of EGFR mutations in female patients with grade II–III and III metastatic lung adenocarcinoma was 31.3% for Asian descent, compared to 8.3% for non-Asian descent (p = 0.09, right upper panel, Table 4, Fishers exact test). This result indicates that histologic grade is associated with the incidence of EGFR mutations in both Asian and non-Asian female patients with metastatic lung adenocarcinoma.



Table 4. Incidence of EGFR mutation by histologic grade and ethnicity in female and male patient with metastatic lung adenocarcinoma.







	
Grades I and II

	
Grades II–III and III






	
Female

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value

	
Female

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value




	
Asian

N = 23 (%)

	
9 (39.1)

	
14 (60.9)

	
0.01

	
Asian

N = 16 (%)

	
11 (66.8)

	
5 (31.3)

	
0.09 *




	
Non-Asian

N = 55 (%)

	
38 (69.1)

	
17 (30.9)

	
Non-Asian

N = 36 (%)

	
33 (91.7)

	
3 (8.3)




	
Male

	
Grades I and II

	
p Value

	
Male

	
Grades II–III and III

	
p Value




	
Asian

N = 23 (%)

	
9 (39.1)

	
14 (60.9)

	
0.004

	
Asian

N = 10 (%)

	
8 (80.0)

	
2 (20.0)

	
0.28 *




	
Non-Asian

N = 38 (%)

	
29 (76.3)

	
9 (23.7)

	
Non-Asian

N = 28 (%)

	
26 (92.9)

	
2 (7.1)








All tests are Chi-Square unless otherwise noted. * Fishers exact test.








We also looked at the male patients of Asian and non-Asian descent for incidence of EGFR mutations in relation to histologic grade (Table 4, lower panel). For male patients with grade I and II metastatic lung adenocarcinoma, the incidence of EGFR mutation was 60.9% for Asian descents while 23.7% for non-Asian descents (p = 0.004). For male patients with grade II–III and III lung adenocarcinoma, although there was a numerical difference in the incidence of EGFR mutations (20.0% for Asians and 7.1% for non-Asians), the number of patients was small and we did not detect a statistical significance (p = 0.28).



Smoking history is the most significant factor predictive of incidence of EGFR mutations. We analyzed the value of histologic grade against smoking status in our cohort to determine the performance of grade as a predictive factor in estimating the incidence of EGFR mutations. As shown in Table 5, in never-smokers, the incidence of EGFR mutations for patients with grade I and II metastatic lung adenocarcinoma was 59.6%, compared to 38.1% for patients with grade II–III and III histology (p = 0.10). In ever-smokers, the incidence of EGFR mutation for patients with grade I and II metastatic lung adenocarcinoma was 16.9%, compared to only 1.8% (1 out of 56 cases, an exon 19 deletion) for patients with grade II–III and III histology (p = 0.005). Although the case volume was small in patients whose smoking history was unknown, histologic grade still performed well enough to be suggestive of statistical significance in differentiating the incidence of EGFR mutations (p = 0.07).



Table 5. Incidence of EGFR mutation by histologic grade and by smoking status in patients with metastatic lung adenocarcinoma.







	
Never-Smokers

	
Ever-Smokers

	
Smoking History Unknown




	
Grade

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value

	
Grade

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value

	
Grade

	
EGFR Mutation Negative

	
EGFR Mutation Positive

	
p Value






	
I and II

N = 52 (%)

	
21 (40.4)

	
31 (59.6)

	
0.10 *

	
I and II

N = 65 (%)

	
54 (83.1)

	
11 (16.9)

	
0.005 **

	
I and II

N = 22 (%)

	
10 (45.5)

	
12 (54.5)

	
0.07 **




	
II–III and III

N = 21 (%)

	
13 (61.9)

	
8 (38.1)

	
II–III and III

N = 56 (%)

	
55 (98.2)

	
1 (1.8)

	
II–III and III

N = 13 (%)

	
10 (76.9)

	
3 (23.1)








* Chi-Square Test ** Fishers exact test.









3.3. Treatment with Erlotinib and Overall Survival


To further determine the validity of the cohort of patients in our study, we looked at the OS at 12, 24 and 36 months of patients with and without EGFR mutation. We also examined their treatment history with an EGFR inhibitor. As shown in Table 6, 94% of patients with positive EGFR mutations received erlotinib with a median length of 11 months, versus 21.4% of patients with negative EGFR mutations who received erlotinib with a median length of one month. Five patients in our cohort whose tumor harbored EGFR exon 20 mutation (four with duplication and one insertion) all showed no response to erlotinib. One patient with unknown histologic grade whose tumor harbored an exon 18 mutation G719A and exon 20 mutation R776H also did not respond to erlotinib. The 12-, 24-, and 36-month OS for the patients with EGFR mutations were significantly higher than those for patients without EGFR mutations (p < 0.0001, Table 6). Kaplan–Meier estimates of OS show a clear separation of the survival curves, with a median OS of approximately 37 months for patients with EGFR mutations and 13 months for patients without EGFR mutations (Figure 1). These results validate that our cohort of patients is indeed representative of the metastatic lung adenocarcinoma patients in the larger community.


Figure 1. Kaplan–Meier curve of overall survival of patients with negative (Orange, EGFR−) and positive (Blue, EGFR+) EGFR mutations. The numbers in orange and blue represent the number of patients at risk respectively. The numbers in green represent the numbers of months from the diagnosis of stage IV NSCLC to death. NSCLC, non-small cell lung cancer.
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Table 6. Length of treatment with erlotinib and overall survival for patients with positive or negative EGFR mutation.







	

	
EGFR Mutation Positive

N = 83

	
EGFR Mutation Negative

N = 194

	
p Value






	
Number of patients received erlotinib

	
78 (94%)

	
42 (21.6%)

	
<0.0001 **




	
Median length of exposure (month)

[Quartile1, Quartile 3]

	
11 [5, 33]

	
1 [0, 5]

	
<0.0001 **




	
Overall Survival




	
12-month

	
81.65%

	
49.04%

	
<0.0001 *




	
24-month

	
61.67%

	
34.04%




	
36-month

	
47.24%

	
22.96%








* Mann-Whitney-U test ** Log-rank test.










4. Discussion


Erlotinib was first approved after the pivotal trial that showed improved OS regardless of EGFR mutational status compared to the best supportive care [10]. The Iressa Pan-Asia Study (IPASS) and the European erlotinib versus chemotherapy trial (EURTAC) showed improved progression-free survival (PFS) when gefitinib or erlotinib was given as first-line therapy for EGFR mutation-positive patients with metastatic NSCLC compared to first-line standard chemotherapy [9,17,18]. The IPASS trial also showed that chemotherapy resulted in superior PFS over gefitinib for EGFR mutation-negative patients [9,16]. These trials led to the recommendation by the NCCN guidelines for testing all patients with metastatic NSCLC before initiating first-line therapy [12]. For a patient whose tumor is positive for an EGFR mutation, erlotinib, afatinib or gefitinib is recommended as the first-line therapy. The quality of life with an oral TKI was shown to be superior to that of first-line chemotherapy for patients with an EGFR mutation [19]. For patients with negative EGFR mutations (and negative for anaplastic lymphoma kinase (ALK) and ROS1 fusion), systemic chemotherapy was the preferred first-line therapy, however, recently two clinical trials have broadened the options. A phase III trial showed that for patients with tumor expressing programmed death ligand 1 (PD-L1) greater than 50%, pembrolizumab resulted in a high response rate, superior PFS and OS as first-line therapy compared to chemotherapy [20]. A phase II trial showed that combination of pembrolizumab with carboplatin and pemetrexed resulted in a higher response rate as first-line therapy regardless of PD-L1 expression, compared to chemotherapy alone [21].



The prevalence of EGFR mutations in metastatic NSCLC is less than 15% in the North American population [3,22]. Clinical characteristics including histologic type, smoking status, sex and ethnicity are predictive factors in estimating the probability of harboring an EGFR-activating mutation [3,23]. Our data demonstrate that histologic grade is an additional valuable clinical factor in estimating the incidence of EGFR mutation in both Asian and non-Asian populations, in both females and males and in patients with or without a history of smoking. Our data suggest that for patients with grade II–III or III lung adenocarcinoma, especially those with a history of smoking and high tumor burden with significant symptoms, waiting for the result of EGFR mutational analysis before initiating first-line therapy may not be the best decision because the incidence of positive EGFR mutation is extremely low at 1.8% (one out of 56 cases) for these patients. Promptly initiating systemic chemotherapy or immuno-chemotherapy may be the more appropriate decision, especially if the patient is symptomatic. Non-Asian patients with grade II–III or III lung adenocarcinoma have a less than 10% incidence of EGFR mutation and may also be appropriate for initiating systemic chemotherapy or immuno-chemotherapy promptly while awaiting the result of EGFR mutational analysis. These patients can be switched to erlotinib, afatinib or gefinitib in the event that an EGFR mutation is later detected. Patients with grade II–III or III lung adenocarcinoma can often progress rapidly with potentially irreversible complications if first-line therapy is not promptly initiated [24,25]. For a patient whose histologic grade is I or II, waiting for the result of EGFR mutational analysis is reasonable since the incidence of a EGFR mutation is high and their disease is often less aggressive.



The definition of histologic grade was based on the 2004 WHO lung cancer classification [15,16] because our study population was from the period of 2004–2012. The 2015 WHO lung cancer classification made modifications on histologic types, however, without significant changes in the definition of histologic grade [26,27]. For example, lung adenocarcinoma with lepidic component is nearly always well- to moderately differentiated and correlates with higher incidence of EGFR mutation [26,28]. The mechanism of higher incidence of EGFR mutation in well- to moderately differentiated lung adenocarcinoma is likely a reflection of lower mutation burden associated with more indolent clinical course driven by the classic EGFR-driver mutation as a characteristic of molecular evolution of cancer initiated by a single driver mutation [28,29].



Our study is the first to show that histologic grade is associated with EGFR mutation regardless of ethnicity, sex or smoking status in metastatic lung adenocarcinoma. This finding is of importance in routine clinical practice as using histologic grade to predict the incidence of EGFR mutation is simple and practical. The cohort of patients in our study shares the characteristics reported in the literature correlating the incidence of EGFR mutations with ethnicity, histologic type and smoking status [3,23]. Our data showed a significant difference in OS between the EGFR mutation-positive and -negative populations with differential proportion and length of exposure to erlotinib. This is consistent with the findings from the randomized phase III trials [30,31], though a meta-analysis of 23 heterogeneous trials showed improvement of PFS, but not OS, with TKIs in patients with EGFR mutation-positive metastatic NSCLC [32]. For early-stage NSCLC, a report of a French cohort of 38 cases showed that EGFR mutation was more frequently found in intermediate grade disease [33]. However, in a separate study of early-stage NSCLC, EGFR mutation was found to be of no prognostic value [34].



One case of metastatic adenosquamous cell carcinoma (out of four cases) had an exon 19 deletion in our cohort but did not benefit from erlotinib, in contrast to the two patients with metastatic squamous cell carcinoma carrying exon 19 deletion. A previous study from Japan showed that approximately 21.9% out of 32 cases of adenosquamous cell carcinoma of the lung were positive for EGFR mutation [35]. A case report showed a patient with adenosquamous carcinoma and with exon 19 deletion who responded to gefitinib with progression-free survival (PFS) of 19 months [36]. There is evidence that not all EGFR TKIs have the same activity for all EGFR sensitive mutations and the same mutation in different histology may confer differential sensitivity to TKIs [37,38,39,40].



Our study has several limitations, including that it is a retrospective study and that the sample size of the EGFR mutation-positive patients was not sufficiently large to provide the statistical power required in some subset analysis. Additional studies with a larger cohort of EGFR-positive patients in the future shall provide further insight as to what type of EGFR mutations may be associated with histologic grade. For example, is high grade histology associated with the presence of de novo EGFR T790M mutation and the other EGFR mutations associated with resistance to EGFR TKI? The detection of de novo EGFR T790M in metastatic NSCLC was found to be associated with shorter PFS and OS [41,42,43].



Our study has several strengths including that the study population was derived from a large organization with more than four million members of diverse ethnicity and demonstrated clinical characteristics representative of similar patients in the larger community; the median follow-up of patients was more than 36 months with clear demonstration of OS difference between the EGFR mutation-positive and -negative populations coupled with the data on the exposure to erlotinib.




5. Conclusions


In summary, histologic grade is a valuable clinical factor predictive of EGFR mutations in metastatic lung adenocarcinoma and may help guide patient selection for promptly initiating systemic therapy in the first-line setting. For this reason, reporting histologic grade for metastatic NSCLC should be a routine practice.
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Acknowledgments


We thank M. Armstrong for critically reading the manuscript and providing valuable suggestions; J. D. Lee for assistance in pathology grading system, D. Postlewaite and C.-M. Liu for assistance in the project and manuscript preparation.




Author Contributions


M.P. conceived and designed the study and wrote the manuscript; M.L., E.B., and J.W. performed data collection; L.L. performed statistical analysis and manuscript preparation. J.M.S. and D.S. participated in manuscript preparation. All authors approve the manuscript.




Conflicts of Interest


The authors declare no conflict of interest.




Funding


Funding for this study was provided by the Kaiser Permanente Northern California Graduate Medical Education Program, The Permanente Medical Group and the Jiayan Foundation.




References


	1. 
Paez, J.G.; Janne, P.A.; Lee, J.C.; Tracy, S.; Greulich, H.; Gabriel, S.; Herman, P.; Kaye, F.J.; Lindeman, N.; Boggon, T.J.; et al. EGFR mutations in lung cancer: Correlation with clinical response to gefitinib therapy. Science 2004, 304, 1497–1500. [Google Scholar] [CrossRef] [PubMed]

	2. 
Lynch, T.J.; Bell, D.W.; Sordella, R.; Gurubhagavatula, S.; Okimoto, R.A.; Brannigan, B.W.; Harris, P.L.; Haserlat, S.M.; Supko, J.G.; Haluska, F.G.; et al. Activating mutations in the epidermal growth factor receptor underlying responsiveness of non-small-cell lung cancer to gefitinib. N. Engl. J. Med. 2004, 350, 2129–2139. [Google Scholar] [CrossRef] [PubMed]

	3. 
Pao, W.; Miller, V.A. Epidermal growth factor receptor mutations, small-molecule kinase inhibitors, and non-small-cell lung cancer: Current knowledge and future directions. J. Clin. Oncol. 2005, 23, 2556–2568. [Google Scholar] [CrossRef] [PubMed]

	4. 
Pan, M.; Santamaria, M.; Wollman, D.B. CNS response after erlotinib therapy in a patient with metastatic NSCLC with an EGFR mutation. Nat. Clin. Pract. Oncol. 2007, 4, 603–607. [Google Scholar] [CrossRef] [PubMed]

	5. 
Dowell, J.E.; Minna, J.D. EGFR mutations and molecularly targeted therapy: A new era in the treatment of lung cancer. Nat. Clin. Pract. Oncol. 2006, 3, 170–171. [Google Scholar] [CrossRef] [PubMed]

	6. 
Miller, V.A.; Kris, M.G.; Shah, N.; Patel, J.; Azzoli, C.; Gomez, J.; Krug, L.M.; Pao, W.; Rizvi, N.; Pizzo, B.; et al. Bronchioloalveolar pathologic subtype and smoking history predict sensitivity to gefitinib in advanced non-small-cell lung cancer. J. Clin. Oncol. 2004, 22, 1103–1109. [Google Scholar] [CrossRef] [PubMed]

	7. 
Girard, N.; Sima, C.S.; Jackman, D.M.; Sequist, L.V.; Chen, H.; Yang, J.C.; Ji, H.; Waltman, B.; Rosell, R.; Taron, M.; et al. Nomogram to predict the presence of EGFR activating mutation in lung adenocarcinoma. Eur. Respir. J. 2012, 39, 366–372. [Google Scholar] [CrossRef] [PubMed]

	8. 
Cancer Genome Atlas Research Network. Comprehensive genomic characterization of squamous cell lung cancers. Nature 2012, 489, 519–525. [Google Scholar]

	9. 
Mok, T.S.; Wu, Y.L.; Thongprasert, S.; Yang, C.H.; Chu, D.T.; Saijo, N.; Sunpaweravong, P.; Han, B.; Margono, B.; Ichinose, Y.; et al. Gefitinib or carboplatin-paclitaxel in pulmonary adenocarcinoma. N. Engl. J. Med. 2009, 361, 947–957. [Google Scholar] [CrossRef] [PubMed]

	10. 
Shepherd, F.A.; Rodrigues Pereira, J.; Ciuleanu, T.; Tan, E.H.; Hirsh, V.; Thongprasert, S.; Campos, D.; Maoleekoonpiroj, S.; Smylie, M.; Martins, R.; et al. Erlotinib in previously treated non-small-cell lung cancer. N. Engl. J. Med. 2005, 353, 123–132. [Google Scholar] [CrossRef] [PubMed]

	11. 
Popat, S.; Mok, T.; Yang, J.C.; Wu, Y.L.; Lungershausen, J.; Stammberger, U.; Griebsch, I.; Fonseca, T.; Paz-Ares, L. Afatinib in the treatment of EGFR mutation-positive NSCLC—A network meta-analysis. Lung Cancer 2014, 85, 230–238. [Google Scholar] [CrossRef] [PubMed]

	12. 
Lilenbaum, R.A.; Horn, L.A. Management of EGFR Mutation-Positive Non-Small Cell Lung Cancer. J. Natl. Compr. Cancer Netw. JNCCN 2016, 14 (Suppl. 5), 672–674. [Google Scholar] [CrossRef] [PubMed]

	13. 
Cheema, P.K.; Menjak, I.B.; Winterton-Perks, Z.; Raphael, S.; Cheng, S.Y.; Verma, S.; Muinuddin, A.; Freedman, R.; Toor, N.; Perera, J.; et al. Impact of Reflex EGFR/ALK Testing on Time to Treatment of Patients With Advanced Nonsquamous Non-Small-Cell Lung Cancer. J. Oncol. Pract. 2017, 13, e130–e138. [Google Scholar] [CrossRef] [PubMed]

	14. 
Kasymjanova, G.; Small, D.; Cohen, V.; Jagoe, R.T.; Batist, G.; Sateren, W.; Ernst, P.; Pepe, C.; Sakr, L.; Agulnik, J. Lung cancer care trajectory at a Canadian centre: An evaluation of how wait times affect clinical outcomes. Curr. Oncol. 2017, 24, 302–309. [Google Scholar] [CrossRef] [PubMed]

	15. 
Beasley, M.B.; Brambilla, E.; Travis, W.D. The 2004 World Health Organization classification of lung tumors. Semin. Roentgenol. 2005, 40, 90–97. [Google Scholar] [CrossRef] [PubMed]

	16. 
Schneider, B.J. Non-small cell lung cancer staging: Proposed revisions to the TNM system. Cancer Imaging 2008, 8, 181–185. [Google Scholar] [CrossRef] [PubMed]

	17. 
Mok, T.; Wu, Y.L.; Zhang, L. A small step towards personalized medicine for non-small cell lung cancer. Discov. Med. 2009, 8, 227–231. [Google Scholar] [PubMed]

	18. 
Rosell, R.; Carcereny, E.; Gervais, R.; Vergnenegre, A.; Massuti, B.; Felip, E.; Palmero, R.; Garcia-Gomez, R.; Pallares, C.; Sanchez, J.M.; et al. Erlotinib versus standard chemotherapy as first-line treatment for European patients with advanced EGFR mutation-positive non-small-cell lung cancer (EURTAC): A multicentre, open-label, randomised phase 3 trial. Lancet Oncol. 2012, 13, 239–246. [Google Scholar] [CrossRef]

	19. 
Mok, T.; Yang, J.J.; Lam, K.C. Treating patients with EGFR-sensitizing mutations: First line or second line—is there a difference? J. Clin. Oncol. 2013, 31, 1081–1088. [Google Scholar] [CrossRef] [PubMed]

	20. 
Reck, M.; Rodriguez-Abreu, D.; Robinson, A.G.; Hui, R.; Csoszi, T.; Fulop, A.; Gottfried, M.; Peled, N.; Tafreshi, A.; Cuffe, S.; et al. Pembrolizumab versus Chemotherapy for PD-L1-Positive Non-Small-Cell Lung Cancer. N. Engl. J. Med. 2016, 375, 1823–1833. [Google Scholar] [CrossRef] [PubMed]

	21. 
Langer, C.J.; Gadgeel, S.M.; Borghaei, H.; Papadimitrakopoulou, V.A.; Patnaik, A.; Powell, S.F.; Gentzler, R.D.; Martins, R.G.; Stevenson, J.P.; Jalal, S.I.; et al. Carboplatin and pemetrexed with or without pembrolizumab for advanced, non-squamous non-small-cell lung cancer: A randomised, phase 2 cohort of the open-label KEYNOTE-021 study. Lancet Oncol. 2016, 17, 1497–1508. [Google Scholar] [CrossRef]

	22. 
Miller, V.A. EGFR mutations and EGFR tyrosine kinase inhibition in non-small cell lung cancer. Semin. Oncol. Nurs. 2008, 24, 27–33. [Google Scholar] [CrossRef] [PubMed]

	23. 
Miller, V.A.; Riely, G.J.; Zakowski, M.F.; Li, A.R.; Patel, J.D.; Heelan, R.T.; Kris, M.G.; Sandler, A.B.; Carbone, D.P.; Tsao, A.; et al. Molecular characteristics of bronchioloalveolar carcinoma and adenocarcinoma, bronchioloalveolar carcinoma subtype, predict response to erlotinib. J. Clin. Oncol. 2008, 26, 1472–1478. [Google Scholar] [CrossRef] [PubMed]

	24. 
Everitt, S.; Herschtal, A.; Callahan, J.; Plumridge, N.; Ball, D.; Kron, T.; Schneider-Kolsky, M.; Binns, D.; Hicks, R.J.; MacManus, M.; et al. High rates of tumor growth and disease progression detected on serial pretreatment fluorodeoxyglucose-positron emission tomography/computed tomography scans in radical radiotherapy candidates with nonsmall cell lung cancer. Cancer 2010, 116, 5030–5037. [Google Scholar] [CrossRef] [PubMed]

	25. 
Mohammed, N.; Kestin, L.L.; Grills, I.S.; Battu, M.; Fitch, D.L.; Wong, C.Y.; Margolis, J.H.; Chmielewski, G.W.; Welsh, R.J.; et al. Rapid disease progression with delay in treatment of non-small-cell lung cancer. Int. J. Radiat. Oncol. Biol. Phys. 2011, 79, 466–472. [Google Scholar] [CrossRef] [PubMed]

	26. 
Inamura, K. Lung Cancer: Understanding Its Molecular Pathology and the 2015 WHO Classification. Front. Oncol. 2017, 7, 193. [Google Scholar] [CrossRef] [PubMed]

	27. 
Travis, W.D.; Brambilla, E.; Burke, A.P.; Marx, A.; Nicholson, A.G. Introduction to The 2015 World Health Organization Classification of Tumors of the Lung, Pleura, Thymus, and Heart. J. Thorac. Oncol. 2015, 10, 1240–1242. [Google Scholar] [CrossRef] [PubMed]

	28. 
Inamura, K.; Ninomiya, H.; Ishikawa, Y.; Matsubara, O. Is the epidermal growth factor receptor status in lung cancers reflected in clinicopathologic features? Arch. Pathol. Lab. Med. 2010, 134, 66–72. [Google Scholar] [PubMed]

	29. 
Swanton, C.; Govindan, R. Clinical Implications of Genomic Discoveries in Lung Cancer. N. Engl. J. Med. 2016, 374, 1864–1873. [Google Scholar] [CrossRef] [PubMed]

	30. 
Zhou, C.; Wu, Y.L.; Chen, G.; Feng, J.; Liu, X.Q.; Wang, C.; Zhang, S.; Wang, J.; Zhou, S.; Ren, S.; et al. Final overall survival results from a randomised, phase III study of erlotinib versus chemotherapy as first-line treatment of EGFR mutation-positive advanced non-small-cell lung cancer (OPTIMAL, CTONG-0802). Ann. Oncol. 2015, 26, 1877–1883. [Google Scholar] [CrossRef] [PubMed]

	31. 
Shepherd, F.A. Molecular selection trumps clinical selection. J. Clin. Oncol. 2011, 29, 2843–2844. [Google Scholar] [CrossRef] [PubMed]

	32. 
Lee, C.K.; Brown, C.; Gralla, R.J.; Hirsh, V.; Thongprasert, S.; Tsai, C.M.; Tan, E.H.; Ho, J.C.; Chu da, T.; Zaatar, A.; et al. Impact of EGFR inhibitor in non-small cell lung cancer on progression-free and overall survival: A meta-analysis. J. Natl. Cancer Inst. 2013, 105, 595–605. [Google Scholar] [CrossRef] [PubMed]

	33. 
Mansuet-Lupo, A.; Bobbio, A.; Blons, H.; Becht, E.; Ouakrim, H.; Didelot, A.; Charpentier, M.C.; Bain, S.; Marmey, B.; Bonjour, P.; et al. The new histologic classification of lung primary adenocarcinoma subtypes is a reliable prognostic marker and identifies tumors with different mutation status: The experience of a French cohort. CHEST 2014, 146, 633–643. [Google Scholar] [CrossRef] [PubMed]

	34. 
Liu, W.S.; Zhao, L.J.; Pang, Q.S.; Yuan, Z.Y.; Li, B.; Wang, P. Prognostic value of epidermal growth factor receptor mutations in resected lung adenocarcinomas. Med. Oncol. 2014, 31, 771. [Google Scholar] [CrossRef] [PubMed]

	35. 
Kenmotsu, H.; Serizawa, M.; Koh, Y.; Isaka, M.; Takahashi, T.; Taira, T.; Ono, A.; Maniwa, T.; Takahashi, S.; Mori, K.; et al. Prospective genetic profiling of squamous cell lung cancer and adenosquamous carcinoma in Japanese patients by multitarget assays. BMC Cancer 2014, 14, 786. [Google Scholar] [CrossRef] [PubMed]

	36. 
Kurishima, K.; Ohara, G.; Kagohashi, K.; Watanabe, H.; Takayashiki, N.; Ishibashi, A.; Satoh, H. Adenosquamous cell lung cancer successfully treated with gefitinib: A case report. Mol. Clin. Oncol. 2014, 2, 282–284. [Google Scholar] [CrossRef] [PubMed]

	37. 
Yang, J.C.-H.; Wu, Y.L.; Schuler, M.; Sebastian, M.; Popat, S.; Yamamoto, N.; Zhou, C.; Hu, C.-P.; O’Byrne, K.; Feng, J.; et al. Afatinib versus cisplatin-based chemotherapy for EGFR mutation-positive lung adenocarcinoma (LUX-Lung 3 and LUX-Lung 6): Analysis of overall survival data from two randomised, phase 3 trials. Lancet Oncol. 2015, 16, 141–151. [Google Scholar] [CrossRef]

	38. 
Rossi, S.; D’Argento, E.; Basso, M.; Strippoli, A.; Dadduzio, V.; Cerchiaro, E.; Martini, M.; Cassano, A.; Barone, C. Different EGFR Gene Mutations in Exon 18, 19 and 21 as Prognostic and Predictive Markers in NSCLC: A Single Institution Analysis. Mol. Diagn. Ther. 2016, 20, 55–63. [Google Scholar] [CrossRef] [PubMed]

	39. 
Rossi, G.; Marchioni, A.; Longo, L. EGFR mutations and sensitivity to gefitinib. N. Engl. J. Med. 2004, 351, 1260–1261. [Google Scholar] [PubMed]

	40. 
Kobayashi, Y.; Mitsudomi, T. Not all epidermal growth factor receptor mutations in lung cancer are created equal: Perspectives for individualized treatment strategy. Cancer Sci. 2016, 107, 1179–1186. [Google Scholar] [CrossRef] [PubMed]

	41. 
Su, K.Y.; Chen, H.Y.; Li, K.C.; Kuo, M.L.; Yang, J.C.; Chan, W.K.; Ho, B.C.; Chang, G.C.; Shih, J.Y.; Yu, S.L.; et al. Pretreatment epidermal growth factor receptor (EGFR) T790M mutation predicts shorter EGFR tyrosine kinase inhibitor response duration in patients with non-small-cell lung cancer. J. Clin. Oncol. 2012, 30, 433–440. [Google Scholar] [CrossRef] [PubMed]

	42. 
Rossi, A.; Di Maio, M. LUX-Lung: Determining the best EGFR inhibitor in NSCLC? Lancet Oncol. 2015, 16, 118–119. [Google Scholar] [CrossRef]

	43. 
Rosell, R.; Molina, M.A.; Costa, C.; Simonetti, S.; Gimenez-Capitan, A.; Bertran-Alamillo, J.; Mayo, C.; Moran, T.; Mendez, P.; Cardenal, F.; et al. Pretreatment EGFR T790M mutation and BRCA1 mRNA expression in erlotinib-treated advanced non-small-cell lung cancer patients with EGFR mutations. Clin. Cancer Res. 2011, 17, 1160–1168. [Google Scholar] [CrossRef] [PubMed]























© 2017 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution (CC BY) license (http://creativecommons.org/licenses/by/4.0/).






nav.xhtml


  medsci-05-00034


  
    		
      medsci-05-00034
    


  




  





media/file3.png





media/file0.png





media/file2.png
survival Probability

Overall Survival in Months, Stage IV Diagnosis to Death

1.0 -

0.8 -

0.6 -

0.4 -

0.2

+ Censored

G g8 10 12 14 16 18

20

22 24

26

Months Fost Stage IV NSCLC Diagnosis

EGFR+

EGFR-

28

a0

32 34 36






media/file1.jpg
Sunival Probabilty

Overall Survival in Months, Stage IV Diagnosis to Death

19 + Censored

06

04

02

0 2 4 6 8 10 12 14 16 18 0 2 2 2% 28 1 2 M B
Months Post Stage IV NSCLC Diagnasis
EoFRe

EOFR-





