
 

Supplemental Figure S1. Mammalian Phenotype Ontology Categories significantly enriched among genes 
with a significant strain x treatment interaction. Enrichment of Mammalian Phenotype Ontology (MP) was 
performed to identify over-represented phenotypes for our genes that showed a significant strain x 
treatment interaction. Numerous MP phenotypes were involved in cell death, brain morphology, behavior, 
and cognition. Enrichment analysis was performed using tools available at WebGestalt 
(www.webgestalt.org), with FDR adjp < 0.05. The y-axis lists significant mammalian phenotypes and the x-
axis shows the number of genes that were detected in our analysis in each category. The size of the circle 
represents the ratio of the number of detected genes to the total number of genes in each category.  
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