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CoV-2 induce IL6 in monocytes and macrophages — potential
implications for cytokine storm syndrome.
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Donor Control Protein S [0.1 Protein S [0.4 Protein S [1 Boiled protein S BSA[1
pg/ml] Hg/ml] Hg/ml] (1 pg/ml] Hg/ml]
8 0.72 0.63 2.66 5.76 0.71 1.21
Donor Control Protein N [0.1 Protein N [0.4 Protein N [1 Boiled protein BSA [1
pg/ml] pg/mi] Hg/ml] N [1 ug/ml] Hg/mi]
9 1.34 57.65 876.50 1870.21 0.96 1.50

Table S1. mRNA expression of IL6 gene in monocytes cultured in the presence of increasing concentrations SARS-CoV-2
proteins S (spike) and N (nucleocapsid), 1 pg/ml of the boiled (1h, 99°C) SARS-CoV-2 proteins S (spike) and N (nucle-
ocapsid) and 1 ug/ml of BSA for 3 days. Control cells were treated with the equal volume of PBS. The expression of each
mRNA was determined by real-time RT-PCR and normalized to the mRNA levels of the housekeeping genes HPRTI,
HMBS and RPL13A, as described in the Materials and Methods.
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Figure S1. mRNA expression of RELA (A), NFKB1 (B) and NFKBIA (C) genes in monocytes cultured in the presence of 1
pg/ml SARS-CoV-2 proteins S (spike) and N (nucleocapsid) for 3 days. Control cells were treated with an equal volume
of PBS. The expression of each mRNA was determined by real-time RT-PCR and normalized to the mRNA levels of the
housekeeping genes HPRT1, HMBS and RPL13A, as described in the Materials and Methods. The data show individual
values for seven independent donors (n = 7), and straight lines connect the control value and the value after SARS-CoV-2
protein treatment from individual donors. The median values are also shown in the figures. An asterisk indicates a sta-

tistically significant difference at P < 0.05.

RELA NFKB1 NFKBIA
35000 1 20000 50000 1 50000 1 250000 - 150000 =
30000 -
§ 540000 40000 - S 200000
2 25000 4 15000 a ?
a 25 » a 100000
1 230000 30000 - £ 150000
& 20000 - g g
™) 10000 ) )
@ 15000 1 220000 1 20000 £ 100000
2 N 2 50000
S 10000 1 s000] ™ m 2 3
& 210000 10,000 o 50000
5000 $~g sgfio 3448
4774 119
3d10 By )0 17fs Gy 2972 17fs @ 19
0 : 0 ‘ 0 0 0 04
c c c c o c
_| £ —| £ _l= —| £ _ls -l £
£| g g8 2|8 gl g 2% g 8
1 = e = e | = el = c| s el 5
S| & HE S| a S| =& S| = o| &
ol w ol z Oolw ol =z olw ol =z

Figure S2. mRNA expression of RELA (A), NFKB1 (B) and NFKBIA (C) in monocytes differentiated towards macrophag-
es in the presence of 1 pg/ml SARS-CoV-2 proteins S (spike) and N (nucleocapsid) for 5 days. Control cells were treated
with an equal volume of PBS. The expression of each mRNA was determined by real-time RT-PCR and normalized to
the mRNA levels of the housekeeping genes HPRT1, HMBS and RPL13A, as described in the Materials and Methods.
The data show individual values for seven independent donors (n = 7), and straight lines connect the control value and
the value after SARS-CoV-2 protein treatment from individual donors. The median values are also shown in the figures.
An asterisk indicates a statistically significant difference at P < 0.05.



