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Table S1. Strains used in the study.

Code Description
. Parental strain from the H. Madhani 2007
Reference strain H99 ] ]
collection: CM018 deposited at FGSC
Gen Function
1 Target of rapamycin complex 2
CNAG_04693 sinl B of rapamy P
subunit
Sterol regulatory element-
CNAG_01580 sepl binding protein cleavage-
activating protein
Sterol regulatory element-
CNAG_04804 srel o .
binding protein
CNAG_06925 - Arsenical-resistance protein
Putative MFS multidrug
Mutants CNAG_02050 E]d?’]
transporter
CNAG_02430 - ABC transporter ABCC.6
CNAG_06348 pdr5-3 ABC transporter PMR5
ATP-binding cassette
CNAG_00730 afrl
transporter
ATP-binding cassette
CNAG_05150 -
transporter
CNAG_02341 - Cyclin binding protein
CNAG_02915 pdk1 AGC/PDK1 protein kinase
Clinical isolates 2807 Isolated from HIV positive patient
3279 N/I
2643 Isolated from HIV positive patient

(-) Mutants that do not have an associated gene name according to FungiDB.
N/I: no information.



pg/mL Inhibition (%) Lg/mL Inhibition (%)
_| 200 | 72 0,0 0,0 0,3 0,0 0,0 0,0 | 200 ] o0 0,0 0,0 0,0 0,0
§ 100 | 82 0,0 1,6 2,5 0,0 0,0 0,0 f 00 | 00 0,0 0,0 0,0 0,0 0,4
g 50 | 10,0 0,0 0,0 0,0 0,0 0,0 0,0 % 50 0,0 0,0 0,0 0,0 0,0 0,0
E z- 3,1 0,6 1,9 0,0 0,0 0,3 gl » 0,0 0,0 0,0 0,0 0,0 0,0 40,9
ol 125 [ 94 0,9 0,0 0,0 0,0 0,0 0,0 gl 125 | 00 0,0 0,0 0,0 0,0 0,0 41,9
625 | 69 1,3 0,0 34 0,0 0,0 0,0 625 | 00 0,0 0,0 0,0 0,0 0,0 14,7
c+ 0 0,0 0,0 0,0 0,0 0,0 0,0 c+ 0 0,0 0,0 0,0 0,0 0,0
3125 | 625 125 25 50 100 3125 | 625 12.5 25 50 100
LfcinB (20-25) BFII (32-35)pal

Figure S1. Effect of the physical combination between: (a) [K]-BFII (32-35)pa (KLLKKLLK) and LfcinB (20-
25) (RRWQWR); (b) [K]-LfcinB (20-25) (KKWQWK) and BFII (32-35)pa (RLLRRLLR). C+: growth control.

Figure S2. Chromatographic profile and MS spectra of peptides evaluated. LfcinB [20-25] (A),
BFII [32-35]ra (B), C5 (C) and C6 (D) (18).
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