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Supplementary Table S1: Primers used for the detection of antibiotic resistance genes (ARGS)

Target gene Conferring resistance toward | Forward and reverse primers Primer . m Reference
concentration [°C]

tetM etracyclines tetM-f: AGTTTTAGCTCATGTTGATG 100nM s i
tetM-r: TCCGACTATTTAGACGACGG 100nM

teto tetracyclines tetO-f: GCGGAACATTGCATTTGAGGG 100nM 3 2
tetO-r: CTCTATGGACAACCCGACAGAAG 100nM

et tetracyclines tetW-f. GAGAGCCTGCTATATGCCAGC 100nM 64 ‘)
tetW-f. GGGCGTATCCACAATGTTAAC 100nM

tetAL tetracyclines tetA-1-f: GGCGGTCTTCTTCATCATGC 250nM 64 )
tetA-1-r: CGGCAGGCAGAGCAAGTAGA 250nM

tetB1 tetracyclines tetB-1-f: CATTAATAGGCGCATCGCTG 250nM 64 )
tetB-1-: TGAAGGTCATCGATAGCAGG 250nM

tetCl tetracyclines tetC-1-f: GCTGTAGGCATAGGCTTGGT 250nM o5 “
tetC-1-: GCCGGAAGCGAGAAGAATCA 250nM

tetD-1 tetracyclines tetD-1-f: GCAAACCATTACGGCATTCT 400nM 0 5]
tetD-1-1: GATAAGCTGCGCGGTAAAAA 400nM

- tetracyclines tetE-1-f: TATTAACGGGCTGGCATTTC 400nM 60 5]
tetE-1-1: AGCTGTCAGGTGGGTCAAAC 400nM

blatrens prlactams blarew-1-f: CCAATGCTTAATCAGTGAGG 400nM 60 5]
blatew.1-r: ATGAGTATTCAACATTTCCG 400nM

A cephamycins cfxA-f: GCAAGTGCAGTTTAAGATT 200nM s 6]
cfxA-f: GCTTTAGTTTGCATTTTCATC 200nM

blacioma cephalosporins CTX-M-f: CGCTTTGCGATGTGCAG 100nM 56 -
CTX-M-f: ACCGCGATATCGTTGGT 100nM

blacse priactams blacse.1-f: TCAAATTTCACATTGCATTG 100nM 52 8]
blacsp.1-f: CAGTGTGGGATTATTATTTTCA 100nM

blagxas prlactams blaoxass-f: CCATATGTTATTATTTATGTTCTCGAT 1uM 5 0]
blaoxa.ss-f: GCGGATCCTTATTTTATAACATTTATATTTTTG 1uM

ampC ampicilin ampC-f: GTGACCAGATACTGGCCACA 100nM 6 [10]
ampC-r: TTACTGTAGCGCCTCGAGGA 100nM

) } bpX2-f: GTATATGACCGCGACCTTGG 200nM

pbpXx2 penams, cephamycins, cephalosporins szxz-r: TTCTTGATGCTAGGCATTGC 200nM 54 [11]

ermA erythromycin ermA-f: CCCGAAAAATACGCAAAATTTCAT 500nM 62 12
ermA-r: CCCTGTTTACCCATTTATAAACG 500nM

ermB erythromycin ermB-f: GAAAAGGTACTCAACCAAATA 100nM 52 [13]
ermB-r: AGTAACGGTACTTAAATTGTTTAC 100nM

ermC erythromycin ermC-f: AATCGGCTCAGGAAAAGG 100nM 4 4]
ermC-r: ATCGTCAATTCCTGCATG 100nM

ermE erythromycin ermF-f: CCT TAT GGC ATT ACT TCC GA 200nM = (1)
ermF-r: GGA CCT ACC TCA TAG ACA AG 200nM

e macrolides Mefl-f: ATGGAAAAATACAACAATTGGAAA 100nM o [13)
Mefl-r: CCAGCTGCTGCGATAATTAA 100nM

mefAl macrolides mefAl-: TGGTTCGGTGCTTACTATTGT 100nM 5 [16]
mefAl-r: CCCCTATCAACATTCCAGA 100nM

mefAll macrolides mefAll-f: AGTATCATTAATCACTAGTGC 100nM 53 17
mefAll-r: TTCTTCTGGTACTAAAAGTGG 100nM

path fluoroquinolones patA-f: ATGTTGTCCTCGCAGCCTAT 100nM 4 18]
patA-r: ACGAACCGATGAACAAGAGG 100nM

patB fuoroquinolones patB-f: TTGCTGGTTCGGCTGTACTT 100nM 4 18]
patB-r: AACTGCTGTCATCTGGCCTT 100nM




vanA vancomyein vanA-f: GGGAAAACGACAATTGC 200nM 54 [19]
vanA-r: GTACAATGCGGCCGTTA 200nM

vanB vancomyein vanB-f: ATGGGAAGCCGATAGTC 200nM 54 [19]
vanB-r: GATTTCGTTCCTCGACC 200nM

vanCi vancomyein vanC1-f: GGTATCAAGGAAACCTC 500nM 50 1]
vanC1-r: CTTCCGCCATCATAGCT 500nM
vanC2/3 vancomyein vanC2/3-f: CTCCTACGATTCTCTTG 500nM 50 1]

vanC2/3-r: CGAGCAAGACCTTTAAG 500nM

vanD vancomyein vanD-f: TGTGGGATGCGATATTTCAA 320nM 54 20]
vanD-r: TGCAGCCAAGTATCCGGTAA 320nM

vang vancomyein vanD-f: TGTGGGATGCGATATTTCAA 500nM 52 [21]
vanD-r: TGCAGCCAAGTATCCGGTAA 500nM

mer-1 colistin Mcrl-f: AGTCCGTTTGTTCTTGTGGC 100nM 58 [22]
Mcrl-r: AGATCCTTGGTCTCGGCTTG 100nM

IsaC lincosamides, streptogramines, IsaC-f: GGCTATGTAAAACCTGTATTTG 100nM 53 23]
pleuromutilines IsaC-r: ACTGACAATTTTTCTTCCGT 100nM
. . . aph(3")-Ib-f: CTTGGTGATAACGGCAATTC 400nM

aph(3")-Ib amino-glycosides aghES";-m-r: CCAATCGCAGATAGAAGGC 400nM 52 (24]

int-Il integrase ?nt-ll-f: GCGTGATTGTATCTCACT 250nM 50 25]
int-1l-r: GACGCTCCTGTTGCTTCT 250nM

xis-Il excisionase x?s-ll-f: AAGCAGACTGACATTCCTA 250nM 50 25]
Xis-Il-r: GCGTCCAATGTATCTATAA 250nM
. . . 27f-YM: AGAGTTTGATYMTGGCTCAG 300nM

Universal bacterial PCR as positive control (27f_YM-1492R) 1492r-long: TACGGYTACCTTGTTACGACTT 300nM 55 [26]




Supplementary Table S2: Detailed results from MIC passaging for all investigated clinical isolates

No. Genus Species CHX CPC
P1 MIC P10 Factor | Reevaluation | Factor | Factor P1 MIC P10 Factor | Reevaluation | Factor | Factor
MIC to P1 MIC toP1 | to P10 MIC to P1 MIC toP1 | to P10
1 Streptococcus anginosus 8 16 2 * 0 0 2 1 0.5 * - -
2 Streptococcus anginosus 4 16 4 8 2 0.5 1 1 1 * - -
3 Streptococcus anginosus 8 16 2 * 0 2 2 * - -
4 Streptococcus anginosus 8 8 1 * 0 2 2 * - -
5 Streptococcus anginosus 8 16 2 * 0 0 4 2 0.5 * - -
6 Streptococcus anginosus 8 32 4 16 2 0.5 4 2 0.5 * - -
7 Streptococcus anginosus 8 16 2 * 0 0 4 2 0.5 * - -
8 Streptococcus anginosus 8 16 2 * 0 0 1 2 2 * - -
9 Streptococcus anginosus 8 16 2 * 0 0 4 2 0.5 * - -
10 Streptococcus anginosus 2 8 4 16 8 2 2 2 1 * - -
11 | Streptococcus anginosus 4 16 4 16 4 1 2 2 1 * - -
12 | Streptococcus constellatus 4 1 * 0 0 1 2 2 * - -
13 | Streptococcus oralis 2 4 32 16 4 1 1 1 * - -
14 Streptococcus oralis 4 16 4 32 8 2 4 2 0.5 * - -
15 | Streptococcus oralis 4 16 4 16 4 1 1 1 1 * - -
16 Streptococcus oralis 4 16 4 16 4 1 1 1 1 * - -
17 | Streptococcus oralis 8 16 2 * 0 0 1 1 1 * - -
18 | Streptococcus oralis 8 16 2 * 0 0 1 2 2 * - -
19 | Streptococcus oralis 4 8 2 * 0 0 2 2 1 * - -
20 | Streptococcus oralis 8 16 2 * 0 0 2 4 2 * - -
21 | Streptococcus oralis 8 16 2 * 0 0 2 2 1 * - -
22 | Streptococcus oralis 8 16 2 * 0 0 2 2 1 * - -




23 | Streptococcus oralis 16 16 1 * 0 0 2 2 1 -
24 | Streptococcus oralis 16 8 0.5 * 0 0 2 2 1 -
25 | Streptococcus oralis 8 8 1 * 0 0 2 2 1 -
27 | Streptococcus oralis 16 16 1 * 0 0 2 2 1 -
28 | Streptococcus oralis 16 2 * 0 0 2 4 2 -
29 Streptococcus oralis 16 4 16 4 1 4 4 1 -
30 | Streptococcus oralis 32 16 0.5 * 0 0 2 8 4 0.25
31 | Streptococcus oralis 16 16 1 * 0 0 2 2 1 -
32 | Streptococcus oralis 32 16 0.5 * 0 0 2 2 1 -
33 | Streptococcus oralis 16 16 1 * 0 0 2 4 2 -
34 | Streptococcus oralis 16 16 1 * 0 0 2 4 2 -
35 | Streptococcus oralis 32 16 0.5 * 0 0 2 2 1 -
36 | Streptococcus oralis 32 16 0.5 * 0 0 2 2 1 -
37 Streptococcus sanguinis 16 8 0.5 * 0 0 2 4 2 -
38 | Streptococcus sanguinis 8 16 2 * 0 0 2 4 2 -
39 Streptococcus sanguinis 8 * 0 0 4 4 1 -
40 | Streptococcus sanguinis 16 0.5 * 0 0 4 4 1 -
41 Streptococcus sanguinis 16 16 1 * 0 0 4 2 0.5 -
42 | Streptococcus sanguinis 32 16 0.5 * 0 0 4 16 4 0.5
43 Streptococcus sanguinis 32 32 1 * 0 0 4 2 0.5 -
44 | Streptococcus sanguinis 32 16 0.5 * 0 0 2 2 -
45 Streptococcus sanguinis 16 * 0 0 2 4 -
46 | Streptococcus sanguinis 16 * 0 0 4 2 0.5 -
47 Streptococcus sanguinis 16 32 * 0 0 8 2 0.25 -
48 | Streptococcus sanguinis 32 16 0.5 * 0 0 8 2 0.25 -
49 Streptococcus sanguinis 32 16 0.5 * 0 0 8 2 0.25 -
50 | Streptococcus sanguinis 4 8 2 * 0 0 4 2 0.5 -
51 Streptococcus sanguinis 2 8 4 8 4 1 8 2 0.25 -
52 | Streptococcus sanguinis 4 4 1 * 0 0 4 2 0.5 -
53 Streptococcus sanguinis 4 4 1 * 0 0 4 p 0.5 -




56 | Streptococcus sanguinis 4 1 * 0 0 4 16 4 0.5
57 | Streptococcus intermedius 4 8 2 * 0 0 8 4 0.5 -
59 | Streptococcus mutans 0.5 4 8 4 8 1 8 2 0.25 -
60 | Streptococcus gordonii 8 8 1 * 0 0 8 4 0.5 -
61 | Streptococcus gordonii 8 16 2 * 0 0 2 4 2 -
62 Streptococcus gordonii 4 16 4 32 8 2 2 4 2 -
63 | Streptococcus gordonii 8 16 2 * 0 0 4 1 0.25 -
64 Streptococcus gordonii 4 16 4 32 8 2 2 1 0.5 -
65 | Streptococcus gordonii 4 16 4 16 4 1 2 4 -
66 Streptococcus gordonii 8 1 * 0 0 2 4 -
67 | Streptococcus gordonii 4 2 * 0 0 4 4 1 -
68 Streptococcus gordonii 4 16 4 16 4 1 4 2 0.5 -
69 | Streptococcus salivarius 2 4 8 4 1 2 2 1 -
70 | Streptococcus salivarius 4 2 * 0 0 2 2 1 -
73 | Streptococcus salivarius 1 8 8 8 1 2 2 1 -
74 Streptococcus salivarius 4 16 4 16 4 1 2 2 1 -
75 | Streptococcus salivarius 4 4 1 * 0 0 2 2 1 -
76 Streptococcus salivarius 4 2 0.5 * 0 0 2 2 1 -
77 | Streptococcus sobrinus 4 1 * 0 0 2 2 1 -
78 | Streptococcus vestibularis 1 8 8 8 1 2 1 0.5 -
80 | Streptococcus downii 4 16 4 16 4 1 4 1 0.25 -
81 Streptococcus downii 4 16 4 16 4 1 2 1 0.5 -
82 | Streptococcus | parasanguinis 4 8 2 * 0 0 4 2 0.5 -
83 Streptococcus | parasanguinis 8 16 2 * 0 0 2 2 1 -
84 | Streptococcus | parasanguinis 4 16 4 32 8 2 4 2 0.5 -
85 Streptococcus | parasanguinis 4 16 4 16 4 1 4 2 0.5 -
86 | Streptococcus | parasanguinis 4 16 4 16 4 1 4 2 0.5 -
87 Streptococcus | parasanguinis 8 16 2 * 0 0 2 2 1 -
89 | Streptococcus mitis 4 4 1 * 0 0 2 2 -
90 Streptococcus oralis 4 16 4 32 8 2 4 p 0.5 -




91 | Streptococcus mitis 2 4 2 * 0 1 2 2 -
92 | Streptococcus mitis 2 4 2 * 0 1 2 2 -
93 | Streptococcus mitis 1 8 8 8 8 1 1 1 1 -
94 Streptococcus mitis 2 8 4 4 2 0.5 1 2 2 -
95 | Streptococcus mitis 2 4 2 * 0 0 1 2 2 -
96 Streptococcus mitis 2 8 4 8 4 1 1 1 1 -
97 | Streptococcus mitis 4 8 2 * 0 0 0.5 2 4 -
98 Streptococcus mitis 4 8 2 * 0 0 1 2 2 -
99 | Streptococcus mitis 4 8 2 * 0 0 1 2 2 -
100 | Streptococcus mitis 4 8 2 * 0 0 1 2 2 -
101 | Streptococcus mutans 4 4 1 * 0 0 2 4 2 -
102 | Streptococcus mutans 4 8 2 * 0 0 2 4 2 -
103 | Streptococcus mutans 4 4 1 * 0 0 2 4 2 -
104 | Streptococcus mutans 4 4 1 * 0 0 2 1 0.5 -
105 | Streptococcus mutans 4 8 2 * 0 0 2 4 2 -
106 | Streptococcus mutans 8 4 0.5 * 0 0 2 4 2 -
107 | Streptococcus mutans 4 4 1 * 0 0 2 2 1 -
108 | Streptococcus mutans 4 4 1 * 0 0 2 4 2 -
109 | Streptococcus mutans 4 4 1 * 0 0 2 8 4 0.25
110 | Streptococcus mutans 8 8 1 * 0 0 2 4 2 -
111 | Streptococcus mutans 4 4 1 * 0 0 2 2 1 -
112 | Streptococcus mutans 4 4 1 * 0 0 2 2 1 -
113 | Streptococcus mutans 4 4 1 * 0 0 2 2 1 -
114 | Streptococcus mutans 4 4 1 * 0 0 2 4 2 -
115 | Streptococcus mutans 4 4 1 * 0 0 2 4 2 -
116 | Streptococcus mutans 4 8 2 * 0 0 2 2 1 -
117 | Streptococcus mutans 4 4 1 * 0 0 2 2 1 -
118 | Streptococcus cristatus 4 8 2 * 0 0 2 4 2 -
119 | Streptococcus cristatus 2 4 2 * 0 0 1 4 4 2
120 | Streptococcus cristatus 2 4 2 * 0 0 1 1 1 -
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309 Rothia dentocariosa 4 4 1 2 2 1
310 Rothia dentocariosa 4 4 1 2 1 0,5
311 Rothia dentocariosa 4 4 1 2 2 1
312 Rothia dentocariosa 4 4 1 2 2 1
313 Rothia mucilaginosa 4 8 2 2 2 1
314 Rothia mucilaginosa 4 8 2 2 2 1
315 Rothia mucilaginosa 4 4 1 2 2 1
316 Rothia mucilaginosa 2 4 2 1 2 2
317 Rothia mucilaginosa 4 4 1 4 2 0,5
318 Rothia mucilaginosa 2 4 2 1 1 1
319 Rothia mucilaginosa 4 4 1 1 2 2
320 Rothia aeria 2 4 2 1 2 2
401 Veillonella atypica 1 2 2 1 2 2
402 Veillonella atypica 1 2 2 1 2 2
403 Veillonella atypica 1 1 1 1 2 2
404 Veillonella atypica 1 2 2 1 1 1
405 Veillonella atypica 1 2 2 2 2 1
406 Veillonella atypica 2 1 0.5 1 2 2
407 Veillonella atypica 2 2 1 2 1 0.5
408 Veillonella atypica 0.5 1 2 1 2 2
409 Veillonella atypica 1 1 1 2 2 1
410 Veillonella atypica 1 2 2 0.5 1 2
411 Veillonella dispar 2 1 0.5 1 2 2
412 Veillonella dispar 2 1 0.5 0.5 2 4
413 Veillonella parvula 1 1 1 1 2 2
414 Veillonella parvula 1 2 2 1 2 2
415 Veillonella parvula 2 2 1 2 4 2
417 Veillonella parvula 2 2 1 2 2 1




418 Veillonella parvula 1 2 2 2 2 1
419 Veillonella parvula 1 1 1 1 2 2
420 Veillonella parvula 2 1 0.5 1 2 2
421 Veillonella parvula 1 1 1 2 2 1
422 Veillonella parvula 2 2 1 1 2 2
423 Veillonella parvula 2 2 1 2 2 1
424 Veillonella parvula 1 1 1 1 2 2
425 Veillonella parvula 2 1 0.5 2 2 1
426 Veillonella parvula 2 2 1 2 1 0.5
427 Veillonella parvula 2 1 0.5 1 2 2
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