Supplementary Material

Genomic analysis of two MDR isolates of Salmonella enterica serovar Infantis from a
Spanish hospital bearing the blacrx-m-es gene with and without fosA3 in pESI-like
plasmids

Table S1. Accession numbers of the genomes of two cefotaxime resistance isolates of Salmonella enterica serovar Infantis, and parameters related to

the quality of the assemblies

Isolate» kmer Contigs N50 Longest contig Total bp Contigs  Library Coverage GenBank

(bp) in contigs  >1kb accession number
HUMV 13-6278 93 88 245,837 1,195,887 5,000,585 44 516 +/-130  26x JAICDNO000000000
HUMV 15-5476 91 86 245,896 1,195,313 4,998,779 44 525+/-130  22x JAICDMO000000000

a, HUMYV, “Hospital Universitario Marqués de Valdecillas”, Cantabria, Santander, Spain. Isolates are designated with the initials of the hospital, followed by the

last two numbers of the year of recovery-serial number.



Table S2. Origin and accession numbers of the genomes of Salmonella enterica serovar Infantis isolates used for phylogenetic analysis in

the present study
Isolate Sample - Country ?{ear (?f blacrxm/ GenBe.mk/ENA Reference
isolation  fosA3?® accession no. ¢
119944 Human feces Israel 2008 -/- GCA_000506925.1 [1]
MRS-16/01939 Broiler flock Austria 2020 -/- SAMN19328299 [2]
MRS-17/00712 Broiler flock Austria 2020 -/- SAMN19328300 [2]
17-01817 Human feces Germany 2017 blacrxma [ - ERX4702755¢ [3]
17-04725 Human feces Germany 2017 blactx-ma / - ERX4702767 < [3]
18-01586 na Germany 2018 blacrxma [ - ERX470278 ¢ [3]
18-01982 Human feces Germany 2018 blacrx-m / - ERX4702792 ¢ [3]
18-02671 Human feces Germany 2018 blacrx-m / - ERX4702799 < [3]
18-03381 Human feces Germany 2018 blactx-m / - ERX4702804 « [3]
18-04022 Human feces Germany 2018 blactx-m / - ERX4702810¢ [3]
18-06875 na Germany 2018 blacrx-ma/ - ERX4702828* [3]
18-06974 Human feces Germany 2018 blactx-m / - ERX4702829 ¢ [3]
19-00103 Human feces Germany 2019 blactx-m / - ERX4702832 ¢ [3]
19-01785 Human feces Germany 2019 blactx-m / - ERX4702844 « [3]
19-03124 Human feces Germany 2019 blactxma / - ERX4702861 ¢ [3]
19-04093 Human feces Germany 2019 blactx-ma/ - ERX4702868 [3]
19-04501 na Germany 2019 blactx-ma/ - ERX4702875¢ [3]
19-04642 Human feces Germany 2019 blactx-m/ - ERX4702878 [3]
16092401-41 Broiler chicken Italy 2016 blactx-m-/ - ERS2521096 ¢ [4]
16092401-42 Broiler chicken Italy 2016 blactx-m/ - ERS2521097 [4]
16072017 Broiler chicken Italy 2016 -/- ERS2030111°¢ [4]
17095712-68 Broiler meat Italy 2017 -/- ERS2521098 ¢ [4]
14026835 Human (na) Ttaly 2014 blacrxmes/+  ERR1014119¢ [5]
1091300903 Human feces The Netherlands 2013 blacrx-ms/+  ERS2030077 ¢ [6]
1091400879 Human (na) The Netherlands 2014 blacrxms/+  ERS2030079 ¢ [6]
1091401725 Human feces The Netherlands 2014 blactxme5/+  ERS2030086 ¢ [6]




1091600414 Human (na) The Netherlands 2016 blactxmes [+  ERS2030074 ¢ [6]
1091603069 Human (na) The Netherlands 2017 blactxmes/+  ERS2030068 ¢ [6]

91264 Human (na) England and Wales 2015 -/- CP070301.1 [7]

N55391 Chicken breast USA 2014 blactxmes /- GCA_001931595.1 [8]
18TX11CB22-S1 Chicken breast USA 2018 blactxmes /- CP082538 - CP082539  [9]

CVM N1852085 Chicken wings USA 2018 -/- CP052776.1 [10]

CVM N1852198 Chicken breast USA 2018 blactxmes /- CP082521 - CP082522  [9]

CVM N1950949 Chicken wings USA 2019 -/- CP052780.1 [10]
CFSANO003307 Creek water USA 2011 -/- GCA_002863785.1 [1]
FSIS1502169 Chicken ceca USA 2015 blactxmes [+ CP016406 - CP016407  [8]
FSIS1502916 Comminuted chicken USA 2015 blacrxmes/+  GCA_001931575.1 [8]
CVM44454 Human (na) USA 2014 blacrxmes /-  GCA_001931615.1 [8]
FARPER-219 Chicken liver and spleen Peru 2017 blacrxmes [+  GCA_006402875.1 [11]
CFSAN103796 Cloacae swab Trinidad and Tobago 2019 blacrx-m-65 / - GCA_012957765.2 [12]

TRO1 Poultry flock Turkey 2017 -/- CP040600.1 [13]
HUMYV 13-6278 Human feces Spain 2013 blactxmes /-  JAICDNO000000000 This study
HUMYV 15-5476 Human feces Spain 2015 blactxmes/+  JAICDMO000000000 This study

a na, information not available.
b - absent.
¢, The raw reads of the genome sequence were retrieved from the ENA (European Nucleotide Archive; http://www.ebi.ac.uk/ena) and assembled by

using VelvetOptimiser.pl script implemented in the “on line” version of PLACNETw (https://omictools.com/placnet-tool. When two accession numbers

are indicated they correspond to the chromosome and the pESI-like plasmids of the isolate.
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Table S3. Pairwise distance matrix calculated from SNP in the genomes of two Salmonella enterica serovar Infantis

human isolates from a Spanish hospital and 41 isolates from other sources and countries.
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Table S4. Oligonucleotides designed for this work and used for the as-
sembly of the resistance regions (R1 and R2) of pESI-like plasmids found
in Salmonella enterica serovar Infantis isolates from a Spanish hospital

Primer name

Sequence (5'-3')

tauE fam ACCTATAACGGAACCGATGACC
IS1380 fam Flq GGTGTCGGGAAATTTCGTTGAG
1S903B AGTGGCTAATCAGCGAATGACC
tonB CGATATTCAGGTCAACGATGCC
fosA3.3 CAGGGATTGAATCATCTGACGC
fosA3.2 CAGTAAGCTGAACTAACCCGTC
fosA3.1 GACGGGTTAGTTCAGCTTACTG
IS91 fam.1 TGAAGTACTGCCTGAACAACCC
IS91 fam.2 GCTTCAGGTGATCAAGGATCTG
floR.1 ATAGAGGCTCAACGTGAGTTGG
floR-2 CCAACTCACGTTGAGCCTCTAT

IS6 fam GCCCITGAAATCATCCITCGAC
aac(3)-1Va TCCTGAAGAATGGTGCAGTGTC
DUF 1819 fam AGGCAGCTTCATCAAGCTCITG
drfA14.1 CAGAAGCCACTGATTGTAGGTC
drfA14.2 GACCTACAATCAGTGGCTTCTG
IS3 fam CACACCAAACACGTGCTGTATC
aph(3')-Ia ACCATGAGTGACGACTGAATCC

MEFS-trans-flq

GTGTACGTCGGGTAATCATCTG




