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Figure S1. Ramachandran plot analysis of predictive structure of (A) R2AW, (B) [Ser23,29]R2AW, (C) R2AW(1-22), (D) R2AW(1-22)-NH2, (E) [Lys4,19, 

Leu20]R2AW(1-22)-NH2, and (F) [Trp6,10]R2AW(1-22)-NH2. It depicts φ (phi) and ψ (psi) angles of peptide units, representing backbone dihedral angles 

Cα-N-Cα-C and N-Cα-C-N, respectively. Both angles span from -180° to +180°. The Ramachandran diagram divides the φ and ψ angles of amino acid 

residues into different regions, including most favoured (red), additionally allowed (yellow), generously allowed (pale yellow), and disallowed regions 

(white). The results indicated good quality of each peptide model with the most favoured region above 90%. 
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Figure S2. Reverse phase HPLC chromatogram of purified peptides (A) R2AW, (B) [Ser23,29]R2AW, (C) R2AW(1-22), (D) R2AW(1-22)-NH2, (E) 

[Lys4,19, Leu20]R2AW(1-22)-NH2, and (F) [Trp6,10]R2AW(1-22)-NH2 monitored at 214 nm. The acetonitrile gradient is indicated by solid line. The peaks 

indicate the retention time of the pure fragment of the peptide. 
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Figure S3. MALDI-TOF mass spectra of (A) R2AW, (B) [Ser23,29]R2AW, (C) R2AW(1-22), (D) R2AW(1-22)-NH2, (E) [Lys4,19, Leu20]R2AW(1-22)-NH2, and (F) 

[Trp6,10]R2AW(1-22)-NH2. The abscissa represents the region of mass-to-charge ratio (m/z). The ordinate indicates the percentage of signal intensity. BP means base 

peak.  


