
 

Name   sequence 5´‐3´  Use 

URA3_F GCGGCAGAAGAAGTAACAAAGG 

qRT‐PCR 
URA3_R ATCTTTGTCGCTCTTCGCAATG 

His3_F CCTTCGTTTATCTTGCCTGCTC 

His3_R TTTTCCACCTAGCGGATGACTC 

WT CCCCGGGGCGGGGCGGGGCGGGGCGGGG 
CD 

spectroscopy 
M1 CCCCGGGGCGGGGCGAAGCGGGGCGGGG 

M2 CCCCGAAGCGAAGCGAAGCGAAGCGGGG 

Ty1_probe_F TGGTGGAGGGAACATCGTTG  southern blot 
probe  Ty1_probe_R ATTCCGGCTGGTCGCTAATC 

WT_top CGGGGCGGGGCGGGGCGGGGC 

plasmid 
construction 

WT_bottom GCCCCGCCCCGCCCCGCCCCG 

M1_top CGGGGCGGGGCGAAGCGGGGC 

M1_bottom GCCCCGCTTCGCCCCGCCCCG 

M2_top CGAAGCGAAGCGAAGCGAAGC 

M2_bottom GCTTCGCTTCGCTTCGCTTCG 

 


