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AOAGP7TP13 (AOA6 P7TP1 3_OCTVU) Octopus vulgaris (Common octopus)
G protein-coupled receptor kinase ¥ uUniProtkB® InterPro®

691 aa; Sequence (Fasta) |

AOA6P7TP13 Homology Model

monomer; 30-671L

Template: 6¢2y.1.A "Human GRK2 in complex
with Gbetagamma subunits and CCG257142"
P25098

SMTL Version: 2021-03-03
Seq ldentity: 66.32%
Seq Similarity: 0.50
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