Supplementary figures for “Plant Beneficial Deep-Sea Actinobacterium, Dermacoccus abyssi
MT1.1" Promote Growth of Tomato (Solanum lycopersicum) under Salinity Stress”
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Figure S1. Overviews of all experimental methods used in this study.

Subsystem Coverage Subsystem Category Distribution Subsystem Feature Counts
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Figure S2. Subsystems of predicted genes in D. abyssi MT1.1T genome using RAST server.



