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Figure S1 = Basic hepatocyte markers and their dependence on cell passage number of HepaFH3 cells.
Albumin (A, B), Urea (C, D), intracellular AST (E, F) and intracellular ALT (G, H) for different cell passage
numbers of differentiated and proliferating HepaFH3 cells is given. Confl. = confluent, Prol. = proliferating
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Figure S2 = Western Blot analysis of B-actin (45 kDa) for PHHs, HepaFH3 confl., HepaFH3 prol. and HepG2 cells.
(A) Cell lysates of the different cell types have been separated by SDS-PAGE and blotted on separate membranes.
For all cell types, experiments have been performed in triplicates. (B) Densitometric readings (DR) for every band
is depicted. Blank of an empty line has been deducted from the DR. Exposure time =17 sec for all blots. PageRuler™
Prestained Protein Ladder, 10-180 kDa from Thermo Fisher was used as protein ladder. Confl. = confluent, Prol. =
proliferating, DR = densitometric reading.
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Figure S3 = Western Blot analysis of pERK1/2 (44/42 kDa) for PHHs, HepaFH3 confl., HepaFH3 prol. and HepG2
cells. (A) Cell lysates of the different cell types have been separated by SDS-PAGE and blotted on separate
membranes. For all cell types, experiments have been performed in triplicates. (B) Densitometric readings (DR) for
every band is depicted. Blank of an empty line has been deducted from the DR. Exposure time = 335.5 sec for PHHs,
416.9 sec for HepaFH3 confl., 213.4 sec for HepaFH3 prol., 91.4 sec for HepG2. PageRuler™ Prestained Protein
Ladder, 10-180 kDa from Thermo Fisher was used as protein ladder. Confl. = confluent, Prol. = proliferating, DR =

densitometric reading.
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Figure S4 = Western Blot analysis of pGSKa,f (51/46 kDa) for PHHs, HepaFH3 confl., HepaFH3 prol. and HepG2
cells. (A) Cell lysates of the different cell types have been separated by SDS-PAGE and blotted on separate
membranes. For all cell types, experiments have been performed in triplicates. (B) Densitometric readings (DR) for
every band is depicted. Blank of an empty line has been deducted from the DR. Exposure time = 141.4 sec for PHHs,
141.4 sec for HepaFH3 confl., 50.3 sec for HepaFH3 prol., 50.3 sec for HepG2. PageRuler™ Prestained Protein
Ladder, 10-180 kDa from Thermo Fisher was used as protein ladder. Confl. = confluent, Prol. = proliferating, DR =

densitometric reading.
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Figure S5= Western Blot analysis of pAkt (60 kDa) for PHHs, HepaFH3 confl., HepaFH3 prol. and HepG2 cells.

(A) Cell lysates of the different cell types have been separated by SDS-PAGE and blotted on separate

membranes. For all cell types, experiments have been performed in triplicates. (B) Densitometric readings (DR)

for every band is depicted. Blank of an empty line has been deducted from the DR. Exposure time = 266.2 sec for

PHHs, 266.2 sec for HepaFH3 confl., 55.2 sec for HepaFH3 prol., 55.2 sec for HepG2. PageRuler™ Prestained Protein

Ladder, 10-180 kDa from Thermo Fisher was used as protein ladder. Confl. = confluent, Prol. = proliferating, DR =

densitometric reading.
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Figure S6= Western Blot analysis of pFoxol (82 kDa) for PHHs, HepaFH3 confl., HepaFH3 prol. and HepG2
cells. (A) Cell lysates of the different cell types have been separated by SDS-PAGE and blotted on separate
membranes. For all cell types, experiments have been performed in triplicates. (B) Densitometric readings (DR)
for every band is depicted. Blank of an empty line has been deducted from the DR. Exposure time = 600 sec for all
blots. PageRuler™ Prestained Protein Ladder, 10-180 kDa from Thermo Fisher was used as protein ladder. Confl.
= confluent, Prol. = proliferating, DR = densitometric reading, M = marker.



