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Figure S1. Localisation precision histograms corresponding to dSTORM data from Figure 3. A) E. coli
anti-OmpA; B) wild type rMOMP; C) rtMOMP C201A; D) rMOMP C203A; E) rMOMP C201/203A; F)
rMOMP C136A; G) rMOMP C136/201A; H) tMOMP C136/203A; and I) tMOMP C226A.



Table S1. Primers used for cysteine mutant production. Bold indicates the location of the cysteine mutation and underline indicates a cysteine previously

mutated.
Mutation Forward Reverse
C136A GGGATCGCTTTGATGTTTTCGCTACTTTAGGAGCTTCTAATGG CCATTAGAAGCTCCTAAAGTAGCGAAAACATCAAAGCGATCCC
C201A CTCGTGGAGCCTTATGGGAAGCCGGTTGTGCAACTTTG CAAAGTTGCACAACCGGCTTCCCATAAGGCTCCACGAG
C203A GCCTTATGGGAATGCGGTGCTGCAACTTTGGGAG CTCCCAAAGTTGCAGCACCGCATTCCCATAAGGC
C201A/C203A GCCTTATGGGAAGCCGGTGCTGCAACTTTGGGAG CTCCCAAAGTTGCAGCACCGGCTTCCCATAAGGC

C226A GTTGAAGAACTTAATGTGATCGCTAACGTATCGCAATTCTCTGTAAAC GTTTACAGAGAATTGCGATACGTTAGCGATCACATTAAGTTCTTCAAC







