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Figure S1. “Molecular Function” GO enrichment of the 147 miRNA-targeted genes identified through
miRCancerdb.

Biology 2020, 9, x; www.mdpi.com/journal/biology



Biology 2020, 9, x 20f 4

Number of Genes

Number of Genes

60

=
1)

0

6

0

Biological Process

Cellular process  Biological  Metabolic ~ Responseto  Signaling Cellular i Biological Growth  Multi-organism  Behavior  Pigmentation  Locomotion
(G0:0009987)  regulation process stimulus (GO:0023052)  component (eo 0051179) process organismal  adhesion  (GO:0040007)  process  (GO:0007610) (GO:0043473) (GO:0040011)
(G0:0065007) (GO:0008152) (GO (G0:0032502)  process  (GO:0022610) (G0:0051704)
or biogenesis (60:0032501)
(60:0071840)

Figure S2. “Biological Process” GO enrichment of the 147 miRNA-targeted genes identified through
miRCancerdb.
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Figure S3. “Protein Class” GO enrichment of the 147 miRNA-targeted genes identified through
miRCancerdb.
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Down-regulated miRNA-targeted genes in oral cancer
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Figure S4. GEPIA analysis of the miRNA-targeted genes differentially expressed between oral cancer

HNSC
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and healthy donors.
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Figure S5. Panel A) No statistical difference observed for hsa-miR-133a-3p expression between oral
cancer patients with positive lymph nodes and oral cancer patients without lymph nodes involvement
according to the TCGA HNSC data; Panel B) No statistical difference observed for hsa-miR-375-3p
expression between oral cancer patients with positive lymph nodes and oral cancer patients without
lymph nodes involvement according to the TCGA HNSC data.
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