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Figure S1
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Figure S1. Immunodetection of eGFP protein in wild-type (Col-0) and stable transgenic seedlings expressing GFP, MIp124357-
eGFP, MIp124357 ¢A-eGFP, AtPDI-11-eGFP or PtPDI-eGFP from 14 days old plantlets.
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Figure S2. MIp124357¢A loses tonoplast localization in stable Arabidopsis transgenic line. Live-cell imaging of leaf
epidermal cells of seven-day-old stable Arabidopsis eGFP, Mlp124357-eGFP or Mlp124357 %A—eGFP transgenic line.



Figure S3
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Figure S3. Distribution of MIp124357-eGFP proteins in subcellular fractions. Cellular membrane fractions were obtained
from fresh leaves of 3-week-old Col-0-eGFP and Mlp124357-eGFP plants by differential centrifugation and Mlp124357 was
detected by Western hybridization with an antibody recognizing GFP .
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Figure S4. Mlp124357 tonoplast, bulbs, and TVSs localization does not change in the absence of AT2G33210, AT5G15650,
and AT1G04040 genes in Arabidopsis. Live-cell imaging of leaf epidermal cells of the crossed lines between Mlp124357-
eGFP with the indicated genes knock-out lines; SALK-120568, SALK-132152 or SALK-068225.
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Figure S5. Multiple sequence alignment of PDIs. The amino acid sequence of AtPDI-11, PtPDI, and MI/pPDI was compared.
Identical/highly conserved residues (*); semi conserved residues (:) and conserved residues (.) are marked. The AtPDI-11
shows 87% and 30% of sequence identity with PtPDI and MlpPDI, respectively.



Figure S6

Figure S6. Sub-cellular localization of AtPDI-11 or PtPDI in N. benthamiana
epidermal cells. Laser-scanning confocal microscopy shows that AtPDI-11-
eGFP (A-B) and PtPDI-eGFP (C-D) accumulates in both in the tonoplast
and endoplasmic reticulum (ER).

< Vs

bulb
»

4
tonoplast

50 um

| —

50 pm

tonoplast a.

50 pm RS

50 um

50 um

50 pm
pe—




@
o
c
(1]
=
o
o
(«]
o o
FOO -
nMuzalo__
g

ZIYLLAD-001ZL0 D07
¥l Wid-Ieeig 20T

08E8ED1 [V-3£0500_ 007X
1y-025¢ L0_D0TX

GE38T5E [Y-3e8i 10 S0T%
#18-2dd-500200 QDX
Cers IS I01L0 D0

S¥S2iBEIY-12EzD DO
E8RIdAI-G1620 Q0T

Zi18dA0-0keaZ0 GO
0r9evSE Ly-i8A0L0 DG X
SSTA-FEELD_DOTX
L3188 107007
OEPZOrLY-Se)ZZ0 207X

ZHEN-1PE000 S0

0rSEC9ELy-£42810 DG
GYG013AD-EL0920 DO
0630796 y-518:20" D0 1

050ROSE 1V -5E2 1 L0 DG TX
09LGrEEIy-1 60 907X
EB[8ISE1Y-ppOZLD DOTH
LaND-521620 01X

81¥LId1D-08 [50 Sox

003305y-588120- 20T
0925591 1y-358200 DG T
SZVLI3AD 056720 DO
09E2091Ly—b2Er00- D0 X

S1Y-518120 20TX

iR 1P-2E S0 207X
OESEroGLY-C ) b0 DO
FLdLS-90 500 00 T

TYL0LdAD-826710 DO
0821 151 Iv-056k0n Do %
015011 Ly-ErI200 D0TX
0570555 [¥-3ER1ED DGTX
SBAN-514/20 D01

OsrErOSIy- 125 1e0 20T

5208191 Ly~2E0ed0 ICTX

S Fodred o
BLOL1Y-2/1500 D0TX

ek

P EMID1Y-622000 201X
050EeBELY-4/0760 90X
1HI-PBSI00_ 301X

06/ErDGIY-22R20_DaTX
08PELDLLY-566,00 D0 TX

OPSTODYLY-9PSOZ0_DOTX

065L25E 1Y -219810 007X
£-1y2B-6gr000 00T
Z-pIFGLD 201X,

0118097 LY-S55E20 007X
0248101 1y-SE %00 00T

ZigEroCly-2/8170-20T
02CLrOELy-GErGI0 D0TX

SGELyDLLY-CHEZA0 DOTX
10LH g -00EezE 6T
PHH-BLESID DOTX
BE0HTHE-CARBIG Q0T
0EZEZOELY-VPESLD DG TX
0102151 Ly-b08000 D0

d49e-/,6evzLdIN

Figure S7/.

Figure S7. Heatmap of differentially expressed genes in Col-0-GFP and Mlp124357-eGFP based on transcriptome analysis.



