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Supplementary Materials

Figure S1: MALDI mass spectra of synthesized H***WALP23, H*GWALP23 and
H*GWALP23.

Figure S2: MALDI mass spectra of synthesized GH>*°ALP23; H*GWALP23 and H*GWALP23

Figure S3: Circular Dichroism spectra of H***WALP23; H*GWALP23, and H*GWALP23
helices in DLPC lipid vesicles.

Figure S4: Circular Dichroism spectra of HUGWALP23, H*GWALP23 and GH>**ALP23 in
DOPC lipid vesicles.

Figure S5: 3P NMR spectra of samples with H**WALP23, H*GWALP23 and H?GWALP23 in
DLPC lipid bilayers.

Figure S6: P NMR spectra of samples with GWALP23 like peptides with tryptophan to
histidine replacements in DOPC lipid bilayers.

Figure S7: °H NMR spectra of H*?WALP23, H* GWALP23, H?GWALP23 in DLPC lipid
bilayers.

Figure S8: ?H NMR spectra of labeled core alanines of HHGWALP23, H**GWALP23 and
GH>'ALP23 in DOPC lipid bilayers.

Figure S9: Selected °H NMR spectra to show the pH dependence of resonances for labeled A7
and A9 of H"GWALP23 in DOPC lipid bilayers.

Figure S10: Selected “H NMR spectra to show the pH dependence of resonances for labeled A7
and A9 of H*GWALP23 in DOPC lipid bilayers.
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Figure S1: MALDI mass spectra of synthesized H***WALP23, H*GWALP23 and

H??GWALP23.
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Figure S2: MALDI mass spectra of synthesized GH>*°ALP23; H*GWALP23 and H*GWALP23
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Figure S3: Circular Dichroism spectra of H**WALP23; H*GWALP23, and H*GWALP23
helices in DLPC lipid vesicles.
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Figure S4: Circular Dichroism spectra of HUGWALP23, H*GWALP23 and GH>**ALP23 in
DOPC lipid vesicles.
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Figure S5: 3P NMR spectra of samples with H**WALP23, H*GWALP23 and H?GWALP23 in
DLPC lipid bilayers.
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Figure S6: 3P NMR spectra of samples with GWALP23 like peptides with tryptophan to
histidine replacements in DOPC lipid bilayers.
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Figure S7: 2H NMR spectra of H*??WALP23, H*GWALP23, H*?GWALP23 in DLPC lipid
bilayers.
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Figure S8: 2H NMR spectra of labeled core alanines of HHGWALP23, H*GWALP23 and
GH>'ALP23 in DOPC lipid bilayers.



Figure S9.

Figure S9: Selected °H NMR spectra to show the pH dependence of resonances for labeled A7
and A9 of H"GWALP23 in DOPC lipid bilayers.
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Figure S10: Selected °H NMR spectra to show the pH dependence of resonances for labeled A7
and A9 of H*GWALP23 in DOPC lipid bilayers.



