
Values of AST concentrations in patients with HET +HOM∆32 genotype vary in small range in 

contrast with HOM genotype. Furthermore, AST mean values in CCR5 in HOM genotype in CCR5 

gene have much more higher range of  measurement mistake in comparison with HET+HOM∆32 

genotype. The box plot for AST with whiskers is shown in Figure S1. 

Figure S1.  Box plot relative to groups – AST levels in patients with different CCR5 genotypes. 

 


