Supplementary Figures for Deng et al, 4 Dec 2022
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Supplementary Figure S1. Heat map table of differentially expressed proteins in 661W cells treated by H202 and Ap when
compared to the control. Orange and blue bars represent the proteins increased and decreased in abundance in specific
treatments.
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Supplementary Figure S2. Network analysis of 61 commonly regulated proteins by both H202 and Af3in 661 photoreceptor cells.
Six colors separately indicate proteins in three groups including biological process, molecular function, and cellular components

after GO enrichment analysis.



