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Table S1. Oligonucleotide primer sequences used for qRT-PCR.

Product

b
size (bp) GenBank Ref.

Gene Sequence (5 —3')?

cpria  TGGAGICCGAAATGCTGCAA - NM 001163034 1
ACTGACTGTCTTCATCCGATCC - ' ¢

CAGCCCCACTTCATCAAGG
SREBPT  \ cTGTTGCCAAGATGGTTCCG 161 NM_004176.4 [1]

TGTGGCCTTACTATGGAGGAA
MTTP AAGGAGCGTAGGTCTTTGCAG 184 NM_000253.2 [2]

PPIA TTCATCTGCACTGCCAAGAC 152 NM_001300981.1 C
TGTCCACAGTCAGCAATGGT -

o MCHSCOSCOWISTTT e s«

pon SHNIGCSCCONGIET s womms

o SSTATATOTE e«

e

AATGGCATCACCCTAGATCTC
LDLR CTCCAAGATGGTCTITCCGGTT 1 NM_000527.4 8]

CCAAGATCCTGCATGTCTTCC
PCSK9 AACTTCAAGGCCAGCTCCAG 85 NM_174936.5 41

4Shown as sense primer followed by antisense primer
b GenBank accession number

¢ This study
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Table S2. Oligonucleotide primer sequences used for ChIP.

Product size

(bp) GenBankP Ref.

Gene Sequence (5 —3')?

CPTI1A GACAGCGGGAGAAATCCAAC 171 NM_001163034.1
AGTGAGCCCCTTTTAGACGC - ' c

INSIC2 AGGGGAGGAAAAGGAGCAAA L68 NM 0161333
TGTGGGCGGAGTAAAGGAAT - : €

4Shown as sense primer followed by antisense primer
b GenBank accession number

¢ This study



