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Figure S1. secondary MS of active peptide VDPENFRLL
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Figure S2 secondary MS of active peptide HLPND
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Figure S3 secondary MS of active peptide LPGAL
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Figure S4 secondary MS of active peptide HVDPENFRLL
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Figure S5 secondary MS of active peptide VDPENFRL
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Figure S6 secondary MS of active peptide VDPVNFKLL
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Figure S7 secondary MS of active peptide VDPVNFKLL
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Figure S8 secondary MS of active peptide PVNF
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Figure S9 secondary MS of active peptide HVDPENFRL



5 00e+5 — B YOFVHFEL. L z=2, scan#=165835, scan time=hH1. 1934
E LR
4. 00ers 7 vDPvnFKL
] o 12748673
E z.ooess
. %
b . ;
2. 00e+5 ] 2; g o ?‘\.
. ol =
] 0 oo w
1.00e+5 —| i - :
] { = = -
: i 7
0. 00esd — ||I| |L II |I |I I..:" | I.|.|I| o | ° | | |I L 1] l |1 | 1 II —— |]
100 200 200 400 "1-'r= 500 G0 00 aoo
Figure S10 secondary MS of active peptide VDPVNFKL
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Figure S11 secondary MS of active peptide DLPGAL
D, DLFGAL. 5 z=1, scan#=15064, scan time=45. 3554
1. 00e+s —]
] 5.5422 1
a rrr
E DLPGAL
3. 00e+3 i ?.. 1#24&5
B ]
T 5.00e+S —
A .
40045 —
2.00e+5 —
1 %, %x | % 5 e w
0. o0esn —_ i f. JI.] I P . R | e : — : : : |
200 400 mz G0 a00

Figure S12 secondary MS of active peptide PHFDLS
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Figure S13 secondary MS of active peptide HLPNDFTP
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Figure S14 secondary MS of active peptide DFTPA
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Figure S15 secondary MS of active peptide FPHFDLSHGS
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Figure S16 secondary MS of active peptide LPNDFTPA



