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> Project Info

Name: 200115-hikeshi-wt Date: Jan 15, 2020

> Sample Info & Protocols

Name: 200115-hikeshi-wt
Date: Jan 15, 2020

> Search Result Info
Search Result: LC-MALDI_OtherMammals_Mascot_2020-01-15 19:00:42
Location: /200115-hikeshi-wt/200115-hikeshi-wt/200115-hikeshi-wt
Search Method: LC-MALDI_OtherMammals Version:  
Search Engine(s): Mascot, 2.6.2 Ident. Compound(s): 6/300
Database(s): SwissProt, SwissProt_2019_07.fasta
Note:  
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> Results
> Protein 1: Protein Hikeshi OS=Homo sapiens OX=9606 GN=HIKESHI PE=1 SV=2

Accession: HIKES_HUMAN Score: 207.4
Database: SwissProt Seq. Coverage [%]: 16.2
MW [kDa] / pI: 21.6 / 5.3 No. of Peptides: 3

MS/MS Peptide Matches
Cmpd. m/z meas. z Δ m/z 

[ppm]
Δ m/z 
[Da]

Rt
[min]

Score No. of 
Cmpds.

Site 
[%]

P Sequence Modification Range Type

158 1686.7879 1 -8.16 -0.0138 38.17 92.92 1 0.0 0 K.SGEGSQHPFGAMNIVR.T  89-104 CID
112 1042.4743 1 0.19 0.0002 34.67 51.29 1 0.0 0 K.WYENFQR.R  180-186 CID
218 1116.6077 1 -11.05 -0.0123 43.17 63.21 1 0.0 0 R.LAQNPLFWK.T  188-196 CID

> Protein 2: Fermitin family homolog 1 OS=Homo sapiens OX=9606 GN=FERMT1 PE=1 SV=1

Accession: FERM1_HUMAN Score: 31.5
Database: SwissProt Seq. Coverage [%]: 1.9
MW [kDa] / pI: 77.4 / 5.9 No. of Peptides: 1



Protein Report
LC-MALDI_OtherMammals_Mascot_2020-01-15 19:00:42

Bruker ProteinScape 2020/01/23 10:40+0900 3 / 5

MS/MS Peptide Matches
Cmpd. m/z meas. z Δ m/z 

[ppm]
Δ m/z 
[Da]

Rt
[min]

Score No. of 
Cmpds.

Site 
[%]

P Sequence Modification Range Type

50 1400.7292 1 -17.16 -0.0240 28.83 31.48 1 0.0 0 K.IDAATGIPVTTWR.F  593-605 CID

> Protein 3: Ribosome-binding protein 1 OS=Homo sapiens OX=9606 GN=RRBP1 PE=1 SV=5

Accession: RRBP1_HUMAN Score: 27.3
Database: SwissProt Seq. Coverage [%]: 0.7
MW [kDa] / pI: 152.4 / 8.7 No. of Peptides: 1
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MS/MS Peptide Matches
Cmpd. m/z meas. z Δ m/z 

[ppm]
Δ m/z 
[Da]

Rt
[min]

Score No. of 
Cmpds.

Site 
[%]

P Sequence Modification Range Type

180 1142.7105 1 18.65 0.0213 41.00 27.28 1 0.0 1 R.AATRLQELLK.T  1366-1375 CID


