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Figure S1. Targeted deletion of Defl. (A) Diagram of the deletion strategy of Defl. (B)
Identification of Defl deletion mutants by PCR. KO1 and KO2 are two independent
strains.
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Figure S2. Relative expression level of Defl gene in different development stages of M.
oryzae. HY, Vegetative hyphae; CO, Conidia; AP_3h, Appressoria at 3 hpi; AP_12h, Ap-
pressoria at 12 hpi; IH_18h, Infection hyphae at 18 hpi; IH_24h, Infection hyphae at 24
hpi; IH_48h, Infection hyphae at 48 hpi.

Table S1. Fungal strains used in this study.

Strains Discriptions References
WT P131, a wild-type isolate of M. oryzae This study
DEF1KO1 One independent DEF1 deletion mutant of P131  This study
DEF1KO2 Another independent DEF1 deletion mutant of This study
P131
cDEF1 Complementary strain of DEF1KO1 This study
Adefl/DEF15224:Flag ~ O-GlcNAc site mutant strains of DEF1 This study
Adefl/DEF1:Flag DEF1-Flag fusion expression strains This study

Table S2. Primers used in this study.

Primers Sequences (5'-3')

gene-up CCGAGACTATCGAGCCACTC

gene-down CACCAAAACCCTGGTTACCA

LCK TGCCGGTCTCTTTGATACAT

HCK-up GACAGACGTCGCGGTGAGTT

HCK-down TCTGGACCGATGGCTGTGTAG

RCK CGAAGTCGGGTGTAGGCTCT

PKN-F GGCGAATTGGGTACCAGTTGTTGCGAGTCTTGAGG
pKN-R GTGGATCCCGAATTCGGCCTAATGGTAGTTGTTGC
pKNFlag-F AATCTTCAAACCCGGGATGTCTACTGAGGCACAAACCCG
pKNFlag-R ACGGTATCGATAAGCTTATGGTAGTTGTTGCCCCAAC

DEF1-5232AF
DEF1-5232AR

GCTCCTGCTCCTGCCAAACCCGCCGTC
GACGGCGGGTTTGGCAGGAGCAGGAGC




