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Abstract: In an earlier work (Litvinov et al., Phys.Rev.E 77, 066703 (2008)), a model for a polymer
molecule in solution based on the smoothed dissipative particle dynamics method (SDPD) has been
presented. In the present paper, we show that the model can be extended to three-dimensional
situations and simulate effectively diluted and concentrated polymer solutions. For an isolated
suspended polymer, calculated static and dynamic properties agree well with previous numerical
studies and theoretical predictions based on the Zimm model. This implies that hydrodynamic
interactions are fully developed and correctly reproduced under the current simulated conditions.
Simulations of polymer solutions and melts are also performed using a reverse Poiseuille flow setup.
The resulting steady rheological properties (viscosity, normal stress coefficients) are extracted from the
simulations and the results are compared with the previous numerical studies, showing good results.
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1. Introduction

The simulation of polymer dynamics represents a long-standing problem in computational
rheology. The main challenges are related to the choice of an appropriate fluid-polymer interaction
model as well as of the simulation method itself. An important fact which is generally known [1] is
that, for a diluted solution, the hydrodynamic interaction (HI) has strong effects on the dynamics of
the polymer. Experiments have confirmed that, under diluted conditions, polymer dynamics is best
described by the Zimm model [2], where the effects of HI are taken into account by using the Oseen
tensor formulation, and the solvent is assumed to behave as an incompressible Stokes flow.

A straightforward approach to take HI into account is to simulate solvents and polymers using
molecular dynamics (MD). Such studies were done and provided valuable information for the theory
of polymer dynamics [3]. An obvious disadvantage of this approach is the computational cost; in fact,
due to limited numerical resources, it is not possible to achieve the relevant length and time scales of
experiments. Some modifications, such as coarse-grained molecular dynamics (CMD) [4], have been
proposed in the past to reduce the required computational time, but the problem still remains.

More effective schemes include a stochastic thermal force explicitly applied on the suspended
bead while the effect of HI among them is implicitly taken into account via Oseen tensor-based models
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or higher-order expansions of the incompressible Stokes equations. Afterwards, a resulting set of
algebraical equations needs to be inverted. These approaches include, for example, Brownian dynamics
(BD) [5-9] and Stokesian dynamics (SD) [10,11]. Their main advantage is related to the good scalability
of the number of equations with the number of suspended particles, allowing for the simulation of
large systems [12]. On the other hand, modelling complex external geometries is not an easy task in
implicit-solvent methods and requires essential modification of the standard framework [13-15].

To remedy these problems, various researchers have focused in the past on mesoscopic methods
which employ numerically effective coarse-grained models retaining the relevant hydrodynamics
modes. Examples are multiparticle collision dynamics [16] and lattice Boltzmann methods
(LBM) [17,18]. Due to the presence of an underlying grid for the computation of the hydrodynamic
interactions, LBM is computationally very effective; however, it generally requires hybrid schemes
to describe the dynamics of immersed structures. Using different numerical approaches for solvent
and suspended particles in fact requires special care in fluid-structure interaction models in order
to ensure exact transfer of momentum and more generally formal thermodynamic consistency of
the coupled-scheme.

A mesoscopic particle method called dissipative particle dynamics (DPD) which uses pairwise
soft conservative, dissipative and random forces, has gained increasing popularity for its ability
of simulating much larger physical length and time scales [19]. The DPD model shows good
performance on investigating the dynamic properties of polymers and conformation of DNA in
a microchannel [20,21]. A remarkable phenomenon called cross-stream migration of polymers was
found recently in a non-uniform shear flow using the DPD model, and the effects of Reynolds
number, Schmidt number, polymer chain length and polymer concentration were investigated [22-25].
In addition, the so-called “reverse Poiseuille flow” with a DPD polymer model is a convenient virtual
rheometer for the acquisition of steady state rheological data [26].

In this paper, a new type of DPD method, called smoothed dissipative particles dynamics
(SDPD) [27-29], is used to investigate the static and dynamic behavior of polymers. This model is
a mesoscopic extension of a popular particle-based method applied to continuum flow, i.e., smoothed
particle hydrodynamics (SPH) [30]. Due to its connection to SPH, SDPD allows using an arbitrary
equation of state for the pressure and to specify transport coefficients directly without the need to
perform kinetic analysis or preliminary runs. Thermal fluctuations can be included in a physically
consistent way, that is, in agreement with a fluctuation-dissipation theorem (FDT) and with basic
properties of statistical mechanics where fluctuations of hydrodynamic variables increase naturally by
reducing the size of the problem down to the mesoscopic scale [29]. These properties of SDPD make it
a suitable tool to simulate physically relevant length and time scales as seen in experiments. If thermal
fluctuations are not considered, SDPD reduces to a version of SPH where pressure/velocity profiles
for incompressible flows are correctly reproduced [31,32].

In this paper, the thermodynamically-consistent SDPD model proposed in Reference [33] for
a polymer molecule in solution is extended to three-dimensional situations allowing for effective
simulations of polymer solutions under dilute and concentrated conditions. The paper is organized
as follows: In Section 2, the SDPD model for the solvent and flexible polymer chain is outlined.
In Section 3, the results for the static and dynamic properties of the simulated single polymer are
presented. Steady shear-rate rheological properties of concentrated polymer solutions and polymer
melts are provided and discussed in Section 4. Finally, in Section 5, the results are summarized and
conclusions are drawn.
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2. Particle Model of the Polymer Suspension

2.1. Mesoscopic Modelling of the Solvent

For the solvent, we assume an isothermal Newtonian model. This is described by the following
Navier-Stokes equations written in a Lagrangian framework

dp

a - PV

where d/dt is the Lagrangian derivative, p is the local fluid density, v the velocity, p the pressure
and 7 the dynamic viscosity. The SPH discretization of the Navier—Stokes equations is obtained
by considering a discrete number of fluid particles distributed over the domain and reformulating
Equation (1) in terms of pairwise interparticle forces. The set of ordinary differential equations for the
particle positions and velocities reads

dr;

d—tl = V; (2)
dv; B 1 pi pj an] ) 7 1 1\ vi aWI]

i omy X]: ((rl.z + o7 ) orj &ij + m; Xj: o? * o7 ) rij orij

where the mass density is calculated as p; = m;/V; = m; Y. Wij. Here, m; is the mass of a particle i,
Wij = W(r;j) is a kernel function, ; = 1/V; is the inverse of the particle volume, v;; = v; — v}, e;; and
rij are the normalized vector and distance from particle i to particle j. To close the system, an equation
of state for p; must be specified. In this work the following form is used:

y
p = po (;) +b (3)

where py, po, b and -y are parameters which can be chosen based on a scale analysis to minimize density
variations, i.e., by choosing the corresponding fluid speed of sound ¢s = /poy/po to be sufficiently
large. Since a stiff equation of state is used, usually 7y = 7, penetration between particles is prevented.

In the SDPD formulation [27,29,34], Equation (2) represents the deterministic part of the particle
dynamics. Using the GENERIC formalism [35,36], thermal fluctuations on the fluid variables can be
taken into account by postulating mass and momentum fluctuations to be

d
d

=
\

0,
Y BijdWie;; (4)
j

=
I

where d)V;; is the traceless symmetric part of independent increment of a Wiener process and B;; is

1/2
1 1 1 oW
Bij = |—4kgTy | = + — | — o 5
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In this way, the FDT is exactly satisfied at the discrete particle level [27]. Some important
properties of this particular set of equations are: (i) the total mass and momentum are exactly conserved;
(ii) the linear momentum is locally conserved due to the anti-symmetric property of the discretization;
(iii) because the formalism has been built within the GENERIC framework [35,36], for non-isothermal
situations, it is possible to define an evolution equation for a particle internal energy and/or entropy
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such that the system conserves total energy, and the total entropy is a monotonically increasing function
of time [37].

2.2. Mechanical Modelling of the Polymer Chain

In this work, a coarse-grain spring-bead chain model for the polymer molecule is used.
The polymer beads have the same mass and interact with each other in the same way as the fluid
particles. This assumption is justified by the fact that a polymer bead is a coarse-grained system
obtained from a volume occupied by a large number of solvent molecules and a much smaller number
of polymer monomers [33].

On the other hand, the effect of the chemical bonds between monomers is taken into account
through an additional potential acting only between neighboring polymer beads. Many possible
choices have been investigated [38] such as harmonic chain, Gaussian chain, Rouse chain, efc.
A convenient model to simulate a realistic polymer molecule is the finite extensible non-linear elastic
(FENE) potential [39] which is adopted in this work and reads

2
UFENE(r) = —%kR% In ll - (1:) ] (6)

0

where r is the distance between neighboring beads, R is the maximum allowed spring length and
k is the spring constant. Note that no other additional forces are introduced. Since the parameter
Rp is chosen as 1.4 for the average particle distance, the crossing of springs is prevented and polymer
topology is preserved. The average SDPD particle distance is estimated based on the initial lattice
positions and, being the solvent quasi-incompressible, remains approximately constant during flow.
In addition, the use of the stiff equation of state (Equation (3)) prevents beads from overlapping and
therefore excluded volume effects are fully accounted for. Note that the pressure terms appearing
in the discretized hydrodynamic equations produce already repulsive forces between approaching
particles and therefore there is no need to introduce short-range Lennard—Jones forces between beads.

In the present model, since the solvent is also represented by particles, the hydrodynamic
interactions are included explicitly by means of the interacting forces acting between the solvent
particles and the polymer beads. These are the conservative forces caused by the pressure gradient,
the viscous force caused by velocity gradients and the random force produced by thermal fluctuations.
The final momentum equation for the polymer bead i reads, therefore,

dv; hydro FENE FENE
miT; = Fi + Fi,i1 + Fi,iz (7)
hydro

where m; is the mass of the bead i, F;
i given in Equations (2)—(4), and iy, i are the next two neighboring beads of i in the polymer chain
which interact via the non-hydrodynamic forces derived by the potential Equation (6), i.e.,

is the total sum of the resulting SDPD forces acting on particle

kri]-

= 1= (//Ro) ®)

FENE

Note that an important advantage of this particle-based approach is strict preservation of Galilean
invariance, which can be violated in the presence of a computational lattice [40].

3. Simulation of a Single Polymer

In this section, the static and dynamic properties of a single polymer suspended in the
Newtonian medium are investigated. A cubic periodic domain with total number of fluid particles
44 x 44 x 44 = 85,184 is used for all the simulations in this section. The simulated single polymers
have variable lengths with number of beads N = 5,10, 20,40, 60,80 and 100. The shortest polymer



Fluids 2016, 1,7 50f 16

N = 5 was not considered for some analysis since most of the theoretical models for the polymer are
only valid in the asymptotic limit of a long chain.

The polymer and solvent particles are placed initially on a regular grid and a preliminary
simulation is run until the system is fully thermalized. Afterward, the resulting configurations of the
system are chosen as initial conditions for the subsequent simulations each running with a typical
number of time steps equal to 10°. In order to obtain accurate statistics, the final results are averaged
from 10 parallel runs.

3.1. Static Properties

The equilibrium static properties of the polymer are characterized by the mean square radius of
gyration of the polymer chain. The radius of gyration is defined as

(ke) = e E(1) ©

where r;; = |rl — ]| is the distance between beads. The end-to-end distance is defined as

(RE) = (&) 10)

where N denotes the number of beads of the polymer chain. The static exponent v relates the
characteristics size of polymer and the number of the beads by

<R§> o <Ré> o N2 (11)

The calculated mean square radius of gyration is shown in Figure 1.
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Figure 1.  Scaling of the radius of gyration (R%Z) for chain lengths corresponding to
N = 5,10,20,40, 60, 80 beads. The solid line represents the best fit of the static exponent.

The estimated static exponent is around 5% above the asymptotic value for a self-avoiding walk
v =~ (0.588.
Another way to obtain the static exponent is to use the static structure factor

sin(kr;;
S(k)=N"! Z (exp(ikr;j)) -1 Z< ks / > . (12)
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This method has certain advantages since, even for a single polymer, it probes different length
scales. In the scaling regime R&l <k <ay !, where ay is the characteristic length of the neighboring
beads distance, the relationship

S(k) o k=1/V (13)

holds. Figure 2 shows static structure factors for polymers with the number of beads
N = 20,30,40,60,80. The results for the polymers with a small number of beads N = 5,10 show
deviations from the overall trend and are not presented. This can be explained by the fact that for short
chains the effect of the polymer ends is non negligible. By fitting the power-law in logarithmic scale,
one can obtain the values of v listed in Table 1.

25 |

zZ2zZzZZ
I

0.5 1
10 100

k

Figure 2. Equilibrium static structure factor vs. wave vector magnitude k for polymers with length

N = 20,40, 60, 80. All the curves collapse on a master line within the region of Rgl <k< ay 1

Table 1. Estimated static exponent from the fit of the linear part of S(k) within the region of
RG' < k < agt.

N 20 40 60 80
v 05 057 0.62 0.61

As a comparison, with the renormalization group theory and Monte Carlo simulation, an accurate
value of v = 0.588 has been obtained [41,42]. Our results are in good agreement with this prediction as
well as with previous CMD, BD and DPD simulations [17,20,43,44]. Since the obtained static exponent
is typical for a self-avoiding chain, one may conclude that the excluded volume effects between SDPD
particles are taken into account correctly.

3.2. Diffusion Coefficient

One of the most important dynamic properties of a polymer chain is the diffusion coefficient (D).
This can be estimated from the mean-square displacement of the polymer center of mass:

8(t) = ((Remlto + 1) — Rem(to) )} ) (14)

The relation between g/ (6t) and 1/t was plotted and extrapolated to 1/t — 0 where g/ (6t) — D.
The resulting power-law dependence of D versus number of beads is shown in Figure 3. The fitted
slope v = 0.58 & 0.05 is in good agreement with the prediction of the Zimm theory. Note that the same



Fluids 2016, 1,7 7 of 16

value of the exponent was obtained in the DPD simulations [44] by extrapolating the data from a much
smaller size domain to the thermodynamic limit.

10 T T T T
v=-0.58 +/- 0.03
®
©
[a]
©)
©)
©)
10-6 1 1 1 1 1
10 20 40 60 80

N

Figure 3. Log-log plot of the diffusion coefficient D as a function of the chain length N. The solid line
represents the best fit with the theoretical power law.
3.3. Longest Polymer Relaxation Time

The longest relaxation time of the polymer represents another important dynamical feature and is
obtained by fitting the auto-correlation function of the radius of gyration

(Rg(t+tg)Rg(to)) 15
&) 1

where the brackets indicate averages over all parallel simulations at various time origins ty. For C(t)
within the range [0.1 — 1.0] the curves were approximated by the expression Cg(t) = exp(—t/7z) and
the fitted values of 77 are shown in the Figure 4.

Co(t) =

' slope: 1.71 +/- 0.08
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N-1

Figure 4. Log-log plot of the longest relaxation time, computed from the autocorrelation of the radius
of gyration, as a function of the chain length N = 10,20, 40,60,80. The solid line is the best fit to
determine the static exponent according to the Zimm model.
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One can verify whether the HI effects have been introduced in the current simulations by fitting the
scaling of Tz on polymer length with the static exponent. For the Zimm model, one expects 77 & N%,
while for the Rouse model 77 « N'+2V should hold. In Figure 4, the predicted static exponent resulting
from the Zimm scaling is 0.57 &= 0.03 which is in good agreement with the independent value obtained
above by the static analysis. On the contrary, application of the Rouse model delivers a much smaller
value. Agreement with the Zimm model is consistent with the full description of hydrodynamic
interactions between beads within the chain which is not taken into account in the Rouse model.

3.4. Rouse Modes

The Rouse coordinates for a discrete polymer are defined as

1Y pre(n— 3
Rp:ﬁr;cos <N> I, (16)

where p = 0,1,2,... are the number of Rouse modes and 1, is the position of bead n. R, are the
eigenfunctions of the Gaussian model which provide important information on the static and dynamic
behavior. Note that R is simply the polymer center of mass whereas for p > 0, (Rp) = 0, and R,(¢)
characterize the internal motion of the polymer on various characteristic lengths.

To test whether the HI is correctly reproduced by the SDPD model, we have analyzed relaxation
times T, of the Rouse modes. Figure 5 shows the scaling plot of 7, with N /p.

102
slope: 1.78 +/- 0.05
©)
©)
o
“O
103 % 4
2
I—’Q_ r /J
@;C@J
¥
4 L i
10 Q©
& ©
©)
10-5 mO I
1 10 100
N/p

Figure 5. Log-log plot of the relaxation time of Rouse modes 7, vs N/p for N = 5,10, 20, 40, 60, 80, 100.
The solid line is the best fit to determine the scaling exponent.

The collapse of the curves for different polymers and Rouse modes is clear and the scaling
exponent is found to be 1.78 & 0.05, in good agreement with the prediction of the Zimm model
(3v &~ 1.74) and substantially below the prediction of the Rouse model (1 + 2v = 2.16). When 1, is
plotted against (p(Rp))'/2, as shown in Figure 6, the fitted scaling exponent is in the range 2.79 & 0.07,
which is only slightly below the prediction of the Zimm model (3.0), whereas the Rouse model predicts
a much larger value 2 + 1/v ~ 3.72. The last observation can be considered as an independent test
for the presence and accurate description of HI since the prediction of the Zimm scaling (3.0) is not
a consequence of the correct prediction of the static exponent [44].
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Figure 6. Log-log plot of the relaxation time of Rouse modes T, vs [p(R%)]l/ 2 for
N = 5,10,20,40,60,80,100. The solid line is the best fit to determine the scaling exponent.

4. Polymer Melt and Solution

The polymer melt is modelled as an ensemble of flexible polymer chains without solvent particles.
The corresponding rheological properties are investigated by using the so-called “reverse Poiseuille
flow” (RPF) which consists of two parallel Poiseuille flows driven by uniform body forces of equal
magnitude but acting in opposite directions [26]. DPD simulations using RPF have been successfully

used in diluted polymer solutions [23], colloidal suspensions [45] and polymer fluids [26].
In the current simulation, the RPF is driven by a constant force Fy acting on every SDPD particle

in the x-direction defined as

) f when0<y<L,/2
Fx_{f whenLy/ZgyéLy A7)

where L, is the size of the domain in the y—direction. A cubic periodic domain is used with a total
number of fluid particles 29 x 73 x 15 = 31, 755. The domain size is L, = 7.21 x 1074, Ly =1.80 x 1073
and L, = 3.71 x 10~%. The timestep is set to At = 5.2 x 10~° and all simulations are run at least for
10° timesteps. For sake of completeness, the full set of parameters used in the simulations are listed in
Table 2 based on SI units.

For a pure solvent simulation under the considered driven force, the estimated Reynolds number
based on maximal fluid velocity is Re = 5.8 and the Schmidt number is Sc = 770 which is in the same
order as Schmidt numbers for real fluids [46]. Figure 7 shows a typical snapshot of the polymer system.

For power-law models of non-Newtonian fluids, the RPF velocity profile reads [26]

1+1/p
y
()™ 0

oy nf L 1+1/p
”—1+p<x)(4> 1)

where L = Ly is the length of the simulation domain in the y—direction, p is the power-law index (e.g.,
p = 1 corresponds to a constant-viscosity Newtonian model), « is the power-law shear stress coefficient
and 7 is the number density. Figure 8 shows the velocity profile across the channel for polymer melts

Valy) = Ve

of 2,5,25-bead chains and, as a comparison, for a pure solvent. The solvent velocity profile is parabolic
(p = 1), whereas the melt velocity profiles are increasingly non-Newtonian (for increasing number
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of bead chains) and are in good agreement with those reported for DPD simulations, with p being
slightly higher for SDPD [26].

Table 2. Parameters used for the simulation of polymer melts. Here Ax is the initial smoothed
dissipative particle dynamics method (SDPD) particle spacing and ¢ is sound speed.

Ax kgT P cs Ul k Ro f
25x107° 1.38x10~* 1000 03 0015 53x107% 14Ax 6.12

Figure 7. Snapshot of the polymer melt simulation: x is a direction of the body force and y is the
direction of the velocity gradient. The visualization was done with the Visual Molecular Dynamics

(VMD) program [47].
0.05 T T T T
parabolic,p=1 ——
power law -------
SDPD o Solvent
0.04 - E
N=2 -
0.03 | o N=5 __ o606 00
P o ~N=25
0.02 - P 4
7
001 | 7 i
0 1 1 1 1
0 0.05 0.1 0.15 0.2 0.25

y/L

Figure 8. Velocity profiles for solvents and three melts with chains characterized by N = 2,5, 25.
Power-law indices p are 0.99,0.96,0.87,0.77, respectively.
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Higher power indices indicate that the simulated melts are less viscous and exhibit a slightly
weaker shear-thinning behavior compared to those reported in the DPD simulations. One possible
reason for this discrepancy is that the value of parameters, spring constant k and maximum allowed
spring length Rj, employed in the FENE bond differs from those used in DPD.

Distribution of polymer beads across the domain is investigated in Figure 9 where a uniform bead
density field is observed for the 25-bead melt. This is an essential phenomenon for the pure-chain melt
as a result of incompressibility.

11 T T T

N=25 ———

1.05 B
2
k%)
c
3 s )
° > SNEN o (e
©
E
o
c

0.95 - i

0.9 1 1 1

0 0.25 0.5 0.75 1
y/L

Figure 9. Normalized bead density profile for the melt composed by 25-bead chains.

As a further test, next we measure stress field present in the system [48]. In the RPF, an off-diagonal
component of the shear stress 7, (y) = fn(L/4 —y) fory € [0,L/2] and 7y, (y) = fn(y — 3L/4) for
y € [L/2,L] should be recovered. Figure 10 reports the imposed and the calculated normalized
shear-stress distribution for the melt with N = 25 bead chains for comparison, showing
good agreement.

imposed
&

calculated O

normalized shear stress

Figure 10. The calculated and imposed normalized shear-stress distribution for the melt composed by
25-bead chains.
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Figure 11 shows also the cross channel distribution of normalized normal-stress components
whereas the normalized normal stress difference is shown in Figure 12. A coarser representation is
used for normal stress and normal stress difference, because their averages appear to be more noisy
than that for the velocity and the shear stress.

+ ++

22 + -

2.4 + - ]

normalized normal stress

-2.6 + + n b

-2.8 [Rye

3 I I I
0 0.25 0.5 0.75 1

y/L

Figure 11. Normalized stress distribution for the melt of N = 25 bead chain.

14 Txx_ryy + +

0.8 + + + —

0.4 + + .

0.2 + + —

normalized normal stress difference
+
+

-0.2 1 1 1
0 0.25 0.5 0.75 1

y/L

Figure 12. Normalized normal stress difference distribution for the melt of N = 25 bead chain.

The ability of the SDPD model for simulating a concentrated polymer solution is investigated
by using a 50% concentration of 25-bead chains suspended in a solvent of SDPD fluid particles.
The driving constant force is the same as in the case of a melt. The viscosity of the solution is smaller
as suggested by the higher maximal velocity value (0.037) compared to the value (0.029) obtained
for a melt composed by the same 25-bead chains, as shown in Figure 13. Moreover, the larger value
of power index of the velocity profile (p = 0.9 with respect to p = 0.77 corresponding to the melt)
suggests that the solution has an increasingly Newtonian-like behavior, with viscosity being only
slightly shear-rate dependent.

Finally, Figure 14 shows the normalized bead density of the solution. The two large density peaks
occur around at y = 1/4L and y = 3/4L positions where the velocity gradients are zero with maximal
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density around 1.3. This is a manifestation of the polymer cross-stream migration phenomenon
observed in experiments [49] and simulations [24,26,50].

0.04

parabolié,p=1 — ' '

power law e
SDPD ©

0.03

0.02

Vx

0.01

0.2 0.25

y/L

Figure 13. Velocity profile for the melt of N = 25 bead chain for bulk concentration 50%. Power-law
index p is 0.90.

1.4 T T T
N=25c=50% O
1.3 O .
@
z 12t © -
é OO
e © o0 ]
S
E O O
g %@% & g 00 O %06
w0 o ® o @o
0.9 O o
0.8 ' ' '
0 0.25 05 0.75 1

Figure 14. Normalized bead density profile for the melt of N = 25 bead chain for bulk concentration 50%.

5. Conclusions

In this study, the static and dynamic properties of single polymer and polymer solutions were
investigated using the smoothed dissipative particle dynamics (SDPD) method. By comparing
our results with theoretical models and previous studies, the following conclusions can be drawn:
(i) The obtained polymer static properties of radius of gyration and static structure factor for a single
polymer molecule show the presence of excluded volume effects; (ii) The predicted polymer dynamics
of diffusion coefficient, longest relaxation time and relaxation times of Rouse modes follow the Zimm
model closely, which includes hydrodynamic interaction effects; (iii) The SDPD model captures the
steady shear rheological properties of typical polymer melts; (iv) For the polymer solution with
50% polymer concentration, the method qualitatively reproduces the cross-stream migration
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phenomena reported in previous experimental and numerical works. Note that similar simulations
with original DPD [44] have also recovered several static and dynamic properties of dilute polymer in
solution without any special treatment of the possible non-physical penetration and crossing of polymer
bonds. However, since the excluded volume effects are fully taken into account with the present SDPD
method, we may expect more accurate predictions when these effects became important, as in the case
of polymer-wall [21] interaction under the flow or transition of the polymer conformation [9], which
are currently under study:.
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