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Figure S1. NMR assignment of a mixture of short-chain fatty acid (SCFA) analytical standards used for 
quantification.  
 



  

Figure S2. Asignment of short-chain fatty acid (SCFA) standards in fermented MRS cell-free broth 
(supernatant). 
 

  

Figure S3. Integral region of lactic acid analytical standard in NMR spectra at different concentrations 
of 3.125 mM (blue) and 100 mM (red).  
 



 
 

 
Figure S4. Standard curves of (a) lactic acid (b) acetic acid for NMR quantification. 
 



 

Figure S5. Typical NMR spectra of fructose standard (green), Manuka honey (red) and invert syrup 
(blue) samples.  
 



 
Figure S6. Assignment of the NMR spectra of analytical standards of (a) fructose, (b) glucose, (c) 
sucrose, and (d) gentiobiose at different concentrations. 



 
Figure S7. Assignment of the NMR spectra of analytical standards of (a) kojibiose, (b) maltose, (c) 
turanose, (d) nigerose, (e) D-panose.  
 

 
 
Figure S8. Correlation between the reducing sugar content in invert syrup samples during the 24 hours 
fermentation in Fig. 2a as quantified by DNS method and NMR.  

 


