Supplementary data

Figure S1. SDS PAGE showing purification of recombinant serratiopeptidase using 2M and 7M
urea. Lane 1 and 3—solubilized inclusion bodies using 2M urea; lanes 2 and 4—solubilized
inclusion bodies using 7M urea; M—marker; lanes E1 and E3—purified recombinant
serratiopeptidase using 2M urea; and lanes E2 and E4—purified recombinant serratiopeptidase
using 7M urea.
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Figure S2. SDS PAGE of different supplements tried for enhancing solubilization of
recombinant serratiopeptidase.
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Figure S3. A MASCOT score histogram of purified recombinant serratiopeptidase; B MASCOT
database hit confirming the purified protein to be recombinant serratiopeptidase.
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Ia, O8-Secertis nircsicesa. (BEEali ATCC 21074 L-151 ISt ML 090
Sequence 1—serratiopeptidase fusion protein (Molecular weight: 65.574 kD)
MGSSHHHHHHGSGLVPRGSASMSDSEVNQEAKPEVKPEVKPETHINLKVSDGSSEIFFKI
KKTTPLRRLMEAFAKRQGKEMDSLRFLYDGIRIQADQTPEDLDMEDNDIIEAHREQIGG
MQSTKKAIEITESSLAAATTGYDAVDDLLHYHERGNGIQINGKDSFSNEQAGLFITRENQ
TWNGYKVFGQPVKLTFSFPDYKFSSTNVAGDTGLSKFSAEQQQQAKLSLQSWADVANI
TFTEVAAGQKANITFGNYSQDRPGHYDYGTQAYAFLPNTIWQGQDLGGQTWYNVNQS
NVKHPATEDYGRQTFTHEIGHALGLSHPGDYNAGEGNPTYRDVTYAEDTRQFSLMSYW
SETNTGGDNGGHYAAAPLLDDIAAIQHLYGANLSTRTGDTVYGFNSNTGRDFLSTTSNS
QKVIFAAWDAGGNDTFDFSGYTANQRINLNEKSFSDVGGLKGNVSIAAGVTIENAIGGS
GNDVIVGNAANNVLKGGAGNDVLFGGGGADELWGGAGKDIFVFSAASDSAPGASDWI
RDFQKGIDKIDLSFFNKEAQSSDFIHFVDHFSGTAGEALLSYNASSNVTDLSVNIGGHQA
PDFLVKIVGQVDVATDFIV

Sequence 2—purified mature serratiopeptidase (Molecular weight: 50.458kD)
AATTGYDAVDDLLHYHERGNGIQINGKDSFSNEQAGLFITRENQTWNGYKVFGQPVKL
TFSFPDYKFSSTNVAGDTGLSKFSAEQQQQAKLSLQSWADVANITFTEVAAGQKANITF
GNYSQDRPGHYDYGTQAYAFLPNTIWQGQDLGGQTWYNVNQSNVKHPATEDYGRQT
FTHEIGHALGLSHPGDYNAGEGNPTYRDVTYAEDTRQFSLMSYWSETNTGGDNGGHYA
AAPLLDDIAAIQHLYGANLSTRTGDTVYGFNSNTGRDFLSTTSNSQKVIFAAWDAGGND
TFDFSGYTANQRINLNEKSFSDVGGLKGNVSIAAGVTIENAIGGSGNDVIVGNAANNVL



KGGAGNDVLFGGGGADELWGGAGKDIFVFSAASDSAPGASDWIRDFQKGIDKIDLSFF
NKEAQSSDFIHFVDHFSGTAGEALLSYNASSNVTDLSVNIGGHQAPDFLVKIVGQVDVA
TDFIV



