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Table S1. Primer sequences used for confirmation of variants, ¢.3102delG and ¢.3286C>T,

identified through WES.

Primer Name Mutation Primer Sequence (5’to 3°) Product Size (bp)

Forward AGA CGT AGC AAT GCT CTC AAG
Maternal POLG | ¢.3102delG 381
Reverse CCC GTG GAA TGA TGG TGA TAA

Forward GGT CAA GAG GTT GGT GAT CTG
Paternal POLG | ¢.3286C>T 329
Reverse CCT GTG GAC CTT ACC AAT GTT




