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Supporting Figure S1. Nucleotide and amino acid sequences of pPaFRS.

Nucleotide sequence of pPaFRS.
ATGCATCACCATCACCATCATGGCGGAGCCATGGACGAGTTCGAAATGATTAAACGCA
ACACCAGCGAAATTATCTCTGAAGAAGAGCTGCGCGAGGTGCTGAAGAAAGACGAG
AAGAGCGCGGCCATTGGCTTTGAGCCGTCCGGTAAAATTCACCTGGGTCACTACCTGC
AAATCAAGAAGATGATTGATCTGCAAAACGCTGGTTTTGACATCATTATCCTGCTGGC
GGACCTGCACGCCTACCTGAATCAAAAGGGCGAGCTGGATGAGATTCGCAAGATCGG
CGACTACAATAAGAAAGTCTTCGAAGCCATGGGTTTGAAGGCTAAATACGTCTACGGT
AGCCCTTTTCAGCTGGATAAGGATTACACGTTGAATGTGTACCGTCTGGCGCTGAAAA
CCACGCTGAAACGCGCCCGTCGTTCCATGGAGCTGATTGCGCGCGAGGATGAGAATC
CAAAAGTTGCTGAGGTTATTTACCCTATTATGCAAGTTAATGCCATTCACTACGCGGGT
GTTGATGTTGCCGTCGGTGGTATGGAGCAACGCAAAATTCACATGCTGGCACGTGAAC
TGCTGCCGAAAAAGGTTGTCTGTATTCATAATCCGGTCCTGACCGGCCTGGATGGCGA
GGGTAAAATGAGCAGCAGCAAGGGTAACTTTATTGCAGTTGACGATAGCCCGGAAGA
AATCCGTGCGAAGATCAAGAAAGCGTACTGCCCGGCAGGCGTGGTTGAGGGTAACCC
GATCATGGAAATCGCCAAGTATTTTCTGGAATACCCACTGACGATTAAGCGCCCGGAG
AAATTTGGCGGCGACCTGACCGTCAACAGCTACGAGGAGCTGGAAAGCTTGTTTAAG
AACAAAGAACTGCATCCGATGCGCCTGAAAAACGCCGTGGCGGAAGAGCTGATTAA
GATTCTGGAACCAATTCGCAAACGTCTGTAA

Amino acid sequence of pPaFRS.
MHHHHHHGGAMDEFEMIKRNTSEIISEEELREVLKKDEKSA AIGFEPSGKIHLGHYLQIKK
MIDLONAGFDIILLADLHAYLNQKGELDEIRKIGDYNKKVFEAMGLKAKYVYGSPFQLDK
DYTLNVYRLALKTTLKRARRSMELIAREDENPKVAEVIYPIMQVNAIHYAGVDVAVGGME
QRKIHMLARELLPKKVVCIHNPVLTGLDGEGKMSSSKGNFIAVDDSPEEIRAKIKKAYCPAG
VVEGNPIMEIAKYFLEYPLTIKRPEKFGGDLTVNSYEELESLFKNKELHPMRLKNAVAEELIKI
LEPIRKRL*



Figure S2: Nucleotide and amino acid sequences of original sfGFP. Initiator AUG codon was
indicated in green; and pPaF-encoding stop UAG codon was in bold and red. In the amino acid
sequence, initiator (M) residues were green and in bold and pPaF residue was are highlighted
and shown in red and bold. All the nucleotide and amino acid sequences of 6 x His tag were
shown in purple.
Nucleotide sequence of original sfGFP
CGTAAAGGCGAAGAGCTGTTCACTGGTGTCGTCCCTATTCTGGTGGAACTGGATG
GTGATGTCAACGGTCATAAGTTTTCCGTGCGTGGCGAGGGTGAAGGTGACGCAACTA
ATGGTAAACTGACGCTGAAGTTCATCTGTACTACTGGTAAACTGCCGGTACCTTGGCC
GACTCTGGTAACGACGCTGACTTATGGTGTTCAGTGCTTTGCTCGTTATCCGGACCATA
TGAAGCAGCATGACTTCTTCAAGTCCGCCATGCCGGAAGGCTATGTGCAGGAACGCA
CGATTTCCTTTAAGGATGACGGCACGTACAAAACGCGTGCGGAAGTGAAATTTGAAG
GCGATACCCTGGTAAACCGCATTGAGCTGAAAGGCATTGACTTTAAAGAAGACGGCA
ATATCCTGGGCCATAAGCTGGAATACAATTTTAACAGCCACAATGTTTACATCACCGCC
GATAAACAAAAAAATGGCATTAAAGCGAATTTTAAAATTCGCCACAACGTGGAGGAT
GGCAGCGTGCAGCTGGCTGATCACTACCAGCAAAACACTCCAATCGGTGATGGTCCT
GTTCTGCTGCCAGACAATCACTATCTGAGCACGCAAAGCGTTCTGTCTAAAGATCCGA
ACGAGAAACGCGATCATATGGTTCTGCTGGAGTTCGTAACCGCAGCGGGCATCACGC
ATGGTATGGATGAACTGTACAAACATCACCATCACCATCATTAA
Amino acid sequence of original sfGFP
RKGEELFTGVVPILVELDGDVNGHKFSVRGEGEGDATNGKLTLKFICTTGKLPVPWPTLV
TTLTYGVQCFARYPDHMKQHDFFKSAMPEGYVQERTISFKDDGTYKTRAEVKFEGDTLVN
RIELKGIDFKEDGNILGHKLEYNFNSHNVYITADKQKNGIKANFKIRHNVEDGSVQLADHY
QQNTPIGDGPVLLPDNHYLSTQSVLSKDPNEKRDHMVLLEFVTAAGITHGMDELYKHHH
HHH*



Figure S3: Nucleotide and amino acid sequences of mutational sfGFP2pPaF. Initiator AUG
codon was indicated in green; and pPaF-encoding stop UAG codon was in bold and red. In the
amino acid sequence, initiator (M) residues were green and in bold and pPaF residue was are
highlighted and shown in red and bold. All the nucleotide and amino acid sequences of 6 x His
tag were shown in purple.
Nucleotide sequence of mutational sftGFP2pPaF
TAGAAAGGCGAAGAGCTGTTCACTGGTGTCGTCCCTATTCTGGTGGAACTGGATG
GTGATGTCAACGGTCATAAGTTTTCCGTGCGTGGCGAGGGTGAAGGTGACGCAACTA
ATGGTAAACTGACGCTGAAGTTCATCTGTACTACTGGTAAACTGCCGGTACCTTGGCC
GACTCTGGTAACGACGCTGACTTATGGTGTTCAGTGCTTTGCTCGTTATCCGGACCATA
TGAAGCAGCATGACTTCTTCAAGTCCGCCATGCCGGAAGGCTATGTGCAGGAACGCA
CGATTTCCTTTAAGGATGACGGCACGTACAAAACGCGTGCGGAAGTGAAATTTGAAG
GCGATACCCTGGTAAACCGCATTGAGCTGAAAGGCATTGACTTTAAAGAAGACGGCA
ATATCCTGGGCCATAAGCTGGAATACAATTTTAACAGCCACAATGTTTACATCACCGCC
GATAAACAAAAAAATGGCATTAAAGCGAATTTTAAAATTCGCCACAACGTGGAGGAT
GGCAGCGTGCAGCTGGCTGATCACTACCAGCAAAACACTCCAATCGGTGATGGTCCT
GTTCTGCTGCCAGACAATCACTATCTGAGCACGCAAAGCGTTCTGTCTAAAGATCCGA
ACGAGAAACGCGATCATATGGTTCTGCTGGAGTTCGTAACCGCAGCGGGCATCACGC
ATGGTATGGATGAACTGTACAAACATCACCATCACCATCATTAA
Amino acid sequence of mutational sfGFP2pPaF
pPaFKGEELFTGVVPILVELDGDVNGHKFSVRGEGEGDATNGKLTLKFICTTGKLPVPWPT
LVTITLTYGVQCFARYPDHMKQHDFFKSAMPEGYVQERTISFKDDGTYKTRAEVKFEGDTLV
NRIELKGIDFKEDGNILGHKLEYNFNSHNVYITADKQKNGIKANFKIRHNVEDGSVQLAD
HYQONTPIGDGPVLLPDNHYLSTQSVLSKDPNEKRDHMVLLEFVTAAGITHGMDELYKH
HHHHH*



Figure S4: Nucleotide sequence of 0-tDNA and structure of o-tRNA. The o-tDNA Sequence
was indicated in red and bold. T7 promoter sequence was highlighted with yellow.
Nucleotide sequence of o-tDNA
GCTTTTAGATCTTAATACGACTCACTATAGGGAGACCGGCTGATGAGTCCGTGAGGAC
GAAACGGTACCCGGTACCGTCCCGGCGGTAGTTCAGCAGGGCAGAACGGCGGACT
CTAAATCCGCATGGCAGGGGTTCAAATCCCCTCCGCCGGACCA

Structure of 0-tRNA. Simulate on line via ViennaRNA Web Services



Table S1. Primers in this article.

Primers

Sequence

P1f
Pir
pP2f
P2r
P3f
P3r
P4f

P4r

P5f
P5r
Po6f
Pér
P7f
P7r

TTTCAGCTGGATAAGGATTACACGTTGAATGTGTACCGTCTGG
ACCACCGACGGCAACATCAACACCCGCGTAGTGAATGGCATTAAC
AGAAAGACGAGAAGAGCGCGGCCATTGGCITTGAGCCGTC
TAATCCTTATCCAGCTGAAAAGGGCTACCGTAGACGTATTTAGCC
TTGATGTTGCCGTCGGTGGTATGGAGCAACGCAAAATTCACATG
CGCGCTCTTCTCGTCTTTCITCAGCACCTCGCGCAG
TGGAGCCACCCGCAGTTCGAAAAGTAAGTCGACAAGCTTGCGGCCGC
TTACTTTTCGAACTGCGGGTGGCTCCATTTGTACAGTTCATCCATACCATG
CGTGATGCCC
CATATGTAGAAAGGCGAAGAGCTGTTC
GCCTTTCTACATATGTATATCTCCTTCTTAAAGTTAAAC
CCCTCCGCCGGACCAAAGCTTGCGGCCGCACTC
TTAAGATCTAAAAGCGTCGACGGAGCTCGAATTCGGATCC
GCTTTTAGATCTTAATACGACTCACTATAGGGAGACCG
TGGTCCGGCGGAGGGGAT




