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Figure S1. Taxonomy bargraphs, phylum level. Only major taxa named.
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Figure S2. Taxonomy bargraphs, class level. Only major taxa named.
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Figure S3. Taxonomy bargraphs, order level. Only major taxa named.
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Figure S4. Taxonomy bargraphs, family level. Only major taxa named.
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Figure S5. Taxonomy bargraphs, genus level. Only major taxa named.
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Figure S6. Sequence length distribution in 165 rRNA gene libraries.
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Figure S7. GC content distribution in 165 rRNA gene libraries.



