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Figure S1. Sequence alignments of multiple species’ mt-nd1 genes at the forward primer, 
reverse primer, and probe regions of the eONKI4 assay. Alignments were conducted using 
ClustalW (http://www.genome.jp/tools-bin/clustalw) and visualized using BioEdit (Ibis 
Biosciences, Carlsbad, CA, USA). 

 


