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Human (Homo sapiens)

American bullfiog (Rana {Lithobates] catesbeiana)

Cutthroat trout (Oncorkynchus clarkii)
Pink salmon (Oncorhynchus gorbuscha)
Chum salmon (Oncarhynchus keia)
Coho salmon (Oncorhynchus kisutch)

Rainbow (steelhead) trout (Oncorhyrchus mykissi

Sockeye salmon (Oncorhyachus nerka)
Chinook salmon (Oucorhynchus ischawytscha)
Arctic char (Salvelius alpinus)

Brook trout (Sabvelinus fontinalis)

Dolly varden (Salvelinis matina)

Lake trout (Salvelinus namayensh)

Atlantic salmon (Salme salarj

Brown trout (Salmo triettu)

Arctic grayling (Thymalfus arcticis)

Figure S1. Sequence alignments of multiple species’ m#-ndl genes at the forward primer,
reverse primer, and probe regions of the eONKI4 assay. Alignments were conducted using
ClustalW (http://www.genome.jp/tools-bin/clustalw) and visualized using BioEdit (Ibis

Biosciences, Carlsbad, CA, USA).
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