
Hocking et al. Data README 
 
# gBlock data – eONKI4.csv 
 
# Density data 
 
Fish = Number of fish   
Tank = Tank number   
TCT = transformed CT  (50 - CT) 
SCTF refers to summary stats over Sort Code, by Tank and Fish 
CT = CT cycle threshold 
Biomass in grams 
l2Bio = log2(Biomass) 
numSCTF = number of Sort Codes (samples), by Tank and Fish 
 
 
# Flow data 
 
Flow = in kL  
Tank = Tank number  
TCT = transformed CT (50 - CT)   
FT refers to summary stats by Flow and Tank   
CT = CT cycle threshold   
numFT = number of technical replicates by Flow and Tank   
ndetects = number of technical replicate detects out of numFT   




